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Kon ycayru no

Koa ycayrn HaunmenoBanue yciyru Croumocts
HOMEHKJIaType
01 KoHcynbTauuu cneuuanmcros
B 01.050.001 01.01 Mpuem Bpaya TpaBMaTo/I0ra-opTonea NepsuYHbIN (Bbiclei KBanndUKaLMOHHON KaTeropum) B.K.K 1500
B 01.050.001 01.02 Mpvem Bpaya TPaBMaToN0ra-opTonesa nepBUYHbIN 1200
B 01.050.002 01.03 Mpvem Bpaya TPaBMaToN0ra-opToneaa NoBTOPHbIN 800
B 01.023.001 01.04 Mpuem Bpaya HEBPOIOTra NEPBUYHbIN (B.K.K.) 1500
B 01.023.001 01.05 Mpviem Bpaya HEBPO/IOra NepBUYHbIN 1200
B 01.023.006 01.06 Mpviem Bpaya HEBPOIOra NOBTOPHbIN 800
B 01.02.001 01.07 Mpviem Bpaya no JIOK 1200
B 01.020.005 01.08 Mpvem Bpaya no JIOK noBTOPHbIN 800
B 01.047.001 01.09 Mpvem Bpaya TepanesTa NepBuYHbIN 1200
B 01.047.002 01.10 Mpvem Bpaya TepanesTa NOBTOPHbI 800
B 01.054.001 01.11 Mpvem Bpaya-dpusmMoTepanesTa NepBUYHLIN 1200
B 01.054.001 01.12 Mpvem Bpaya-pusmoTepanesTa NOBTOPHbIN 800
B 01.015.001 01.13 Mpviem Bpaya-KapamMonora nepeuYHbIi 1200
B 01.015.002 01.14 Mpvem Bpaya-Kapamoaora NOBTOPHbIA 800
B 01.050.001 01.15 Mpvem Bpaya TPaBMaToN0ra-opToneaa IbroTHbIN 700
B 01.023.001 01.16 Mpvem Bpaya HEBPOIOTa IbFOTHbIN 700
B 01.015.001 01.17 Mpvem Bpaya-KapamMonora NbroTHbI i 700
B 01.02.001 01.18 Mpvem Bpaya no JIOK nbrotHbIN 700
B 01.047.001 01.19 Mpvem Bpaya TepanesTa /brOTHbIN 700
B 01.054.001 01.20 Mpuem Bpaya dpu3mMoTepanesTa AbroTHbIN 700
B 01.041.001 01.21 Mpuem Bpaya pedaekcoTepanesTa 1000
02 MaHunynaummn CneLmanncTos
A 11.24.001 02.01 MNapasepTebpanbHan 610Kaga 1300
A 11.04.006 02.02 MNepeapTukynapHaa 6aokaga 1300
A 21.24.002 02.03 PednekcoTepanua npv 3abonesaHuax nepudepryeckon HepsHoM cuctemsl (1 ceaHc) 1000
A 21.03.003 02.04 PednekcoTepanua npu 3a6oseBaHMAX KOCTHOM cuctemsl (1 ceaHc) 1000
A 11.04.004 02.05 PRP-Tepanus BHyTpUCyCTaBHas (KONEHHbIN cycTas) 7000
A 11.04.004 02.06 BHyTpMCYCTaBHOE BBeAEHWE NPenapaTos rmasypoHOBOM KUCAOTbI 10000
A 11.04.004 02.07 BHYTpuMCycTaBHOE BBeAEHMe NpenapaTos rmanypoHOBOM KUCAOTbI (Ta3o6eapeHHblit cycTas! 11000
A 11.04.004 02.08 PRP-Tepanus BHyTpUCyCTaBHas (NOKTEBOM CycTas) 7000
A 11.04.004 02.09 PRP-Tepanus BHyTpUCyCTaBHas (nie4esom cycTas) 7000
A 11.04.004 02.10 PRP-Tepanus BHyTpUCyCTaBHas (roNeHOCTOMNHbIN CycTas) 7000
A 11.04.004 02.11 PRP-Tepanus BHyTpUCycTaBHas (TasobeapeHHbIi cycTas) 8000
A 11.04.001 02.12 BHyTpucycTaBHOe BBeAeHMe 6e3 CTOMMOCTH npenapaTta (KoNeHHbI cycTas’ 800
A 11.04.001 02.13 BHyTpucycTaBHOe BBeAeHMe 6e3 CTOMMOCTH npenapaTta (N0KTeBow CycTas, 800
A 11.04.001 02.14 BHyTpu1cycTaBHOe BBeAeHMe 6e3 CTOMMOCTV npenapaTa (ni1e4esoi cycTas, 800
A 11.04.001 02.15 BHyTpucycTaBHOe BBeAeHMe 6e3 CTOMMOCTV npenapaTta (roNeHOoCTONHbIN CycTas 800
A 11.04.001 02.16 BHyTpucycTaBHOe BBeAeHMe 6e3 CTOMMOCTH npenapata (TasobeapeHHbIi cyctas 1000
A 11.04.005 02.17 MyHKLMA CUHOBMANbHOW CYMKU 3000
A 11.04.001 02.18 BHyTpu1CYyCTaBHOE BBeAEHME NPenapaTos rmanypoHOBOI KUCNOTbI 6€3 CTMOMOCTM npenaparte 3000
A 11.04.001 02.19 BHYTpuMCycTaBHOE BBeAEHMe NpenapaTos rmanypoHOBOM KUCAOTbI (Ta3obeapeHHbIN cycTas) 6e3 CTMOMOCTM npenapar: 4000
A25.24.001.002 02.20 HasHaueHue 1 BBegeHMe npenapata 60TYIMHUYECKOro TOKCMHA McnopT (C y4eTom CTOMMOCTH npenapara 15000
A25.24.001.002 02.21 HasHaueHue 1 BBegeHMe npenapata 60TYIMHUYECKOro TOKCMHA KCeOMMH (C y4eTom CTOMMOCTH npenapara 19000
A25.24.001.002 02.22 HasHaueHue 1 BBegeHMe npenapata 60TYIMHUYECKOro TOKCMHA PenaToKe (C y4eTom CTOMMOCTM npenapata 28000
03 I'pynna /I®K
A 19.04.001.002 03.01 [pynnoBoe 3aHATUE Npu 3a60N1EBAHMAX M TPAaBMaX CyCTaBOE 450
A 19.04.001.001 03.02 NHamBuayanbHoe 3aHATME Npu 3a60neBaHMAX M TPaBMaXx CyCTaBOE 800
A 19.04.001.003 03.03 MexaHoTepanus ( 1 npoueaypa) npv 3a6onesaHuAX M TpaBMaXx CyCTaBOE 600
A 19.03.003.002 03.04 [pynnoBoe 3aHATUE NpY Nepenome Kocten 450
A 19.03.003.001 03.05 NHaMBMAYaNbHOE 3aHATME NPU Nepenome KocTtei 800
A 19.03.003.003 03.06 MexaHoTepanus ( 1 npoueaypa) npu nepesiome Koctein 600
A 19.24.001.002 03.07 [pynnoBoe 3aHATUEe Npu 3a60NeBaHMAX NepudepnyecKoin HepBHOM cUCTEMBI 450
A 19.24.001.001 03.08 WUHamsuayanbHoe 3aHATME Npu 3aboneBaHnax nepndepuyeckoin HepBHOM CUCTEMBI 800
A 19.24.001.003 03.09 MexaHoTepanus ( 1 npoueaypa) npu 3a6onesaHuAxX nepudpepuyecKoin HepBHOM cUTceMbl 600
04 dusnokrabuHet
A 22.30.002 04.01 BuonukoTepanus ( 1 none, 1 npoueaypa) 250
A 22.30.002 04.02 Marnuto-nasepHas tepanusa ( 1 Touka, 1 npoueaypa) 150
A 17.30.019 04.03 Marnutotepanus ( 1 obnactb, 1 npoueaypa) 350
A 17.30034 04.04 YnbTpassykosas Tepanua ( 1 obnactb, 1 npoueaypa) 450
A22.30.15 04.05 YaapHo-BonHoBas Tepanua ( 1 o6nactb, 1 npoueaypa) 800
A 17.02.001 04.06 AnekTpommoctumynaums (1 3oHa, 1 npoueaypa) 350
A 17.24.005 04.07 Anektpodopes ( 1 obnactb, 1 npoueaypa) 300
A 17.01.007 04.08 [apcoHsanusauma ( 1 obnactb, 1 npoueaypa) 250
A 17.30.009 04.09 Mpeccotepanua (1 30Ha) 1 npoueaypa 400
A 17.30.009 04.10 MpeccoTepanua (2 30Hbl) 1 npoueaypa 700
A 20.30.024.006 04.11 BHYTpMBEHHOE BBEAEHWE 030HMPOBaHHOIO duspacTeopa (03oHoTepanusa) 1 npoueaype 500
05 MaccaHbIi KabuHeT
A 21.01.003 05.01 Maccax Wweu meguumHCKuin 200
A 21.01.003.001 05.02 Maccax BopoTHMKOBOM 061acTn 300
A 21.03.002.003 05.03 CermeHTapHbIi1 Maccax WeWHO-rpyAHOro OTAeNa NO3BOHOYHUKA 300
A 21.03.002.004 05.04 Maccax NoACHUYHO-KPECL,OBOro oTAena NO3BOHOYHUKA 450
A 21.03.007 05.05 Maccax CnuHbl MeauLUHCKIIA 1000
A 21.01.004 05.06 Maccax BepxHei KOHEYHOCTY MeANLMHCKUIA 300
A 21.01.009 05.07 Maccax HUKHEN KOHEYHOCTU MeAULMHCKUIA 500
A 21.01.007 05.09 AHTULENNONNTHbIA MacCaXK O4HOM 30HbI 700
A 21.01.007 05.10 AHTULENMONUTHDIN/AMMPOAPEHAXKHBIN MACCaXK KOMNNEKCHbIN 1700




A 21.01.005 05.11 Maccax BOJIOCUCTOMN HaCTV F0N10BbI 750
A 21.01.005 05.12 Maccax imua MeauLMHCKUn 500
A 21.01.009.005 05.13 Maccax roneHm u ctonsl 300
A 21.01.001 05.14 06LWmit Mmaccark MeguUMHCKUI 3500
06 ®yHKUMOHANbHAA AUArHOCTUKA
A 05.10.004 06.01 Pacwundposka, onmMcaHMe U MHTEPNPETaLMA 31eKTPoKapAnorpadUYeckmnx AaHHbIX 500
A 05.10.006 06.05 Pernctpauma K 100
A 12.10.001 06.02 Pacwundposka 1 onucaHune aneKkTpokapanorpadum ¢ pusnyeckon Harpyskomn 700
A 02.12.002.001 06.03 CMAZL ( CyTouHOE MOHUTOPMPOBAHME apTePMasbHOro AaBeHNA) 2000
A 05.10.007 06.04 CM3KT ( MoHUTOpMpOBaHMeE 31eKTPOKapAMOrpadrUecKMX 4aHHbIX) 2000
07 BpauebHble npoueaypsbl
A 11.02.002 07.01 BBepeHWe nekapcTBEHHbIX NPenapaTos BHYTPUMbILLIEYHC 85
A 11.02.003 07.02 BBegeHWe NeKapcTBEHHbIX NPenapaTos BHYTPUBEHHO (KanesibHo) 400
A 11.02.003 07.03 BBegeHuWe NeKapcTBEHHbIX NPenapaTos BHYTPUBEHHO (CTPyitHO) 200
A 11.12.009 09.16 3abop Kposu 150
08 CraunoHap
08.01 KoWiKo-aeHb cTaumoHapa 6e3 nutaHus 1700
08.02 KOWKO-A€eHb KpyrnocyTOMHOrO CTauMoHapa ¢ NuTaHnem 2500
08.03 MuTaHune nATUpasosoe 1100
08.04 MegavKkameHTO3HaA Tepanua 1 yposeHt 500
08.05 MeanKameHTO3HaA Tepanua 2 ypoBeHb 1000
08.06 MeanKameHTO3HaA Tepanua 3 ypoBeHb 1500
08.07 KoWiKko-aeHb B cemeliHol nanate 6e3 nuTaHuA 2500
08.08 Ko¥iKo-aeHb B cemeliHoM nanate ¢ nMTaHnem 3600
10 /labopatopusa KA/
1.0.A1.202 CO3 (BeHO3Has KpoBb) 291
1.0.D1.202 KAMHUYeckuii aHanus Kposu 6e3 neikouutapHoit popmynbl (BeHO3HasA KPOBb) 343
1.0.D2.202 *KAMHWYECKIMIA aHaIM3 KPOBM C NeitkoumTapHoi dopmynoit (SDIFF) (BeHO3Han Kposb) 378
1.0.D6 KnunHuyeckuit aHanus kposw (5 DIFF) ¢ noacyeTom neikoumtapHom dopmynbl spadom K/, (BeHo3Has KpoBb) 770
1.0.D3.202 PeTuKynouuTbl (BEHO3HasA KPOBb) 410
1.1.D1 dnekTpodopes remornobuHa ANA AUArHOCTUKKU remornobuHonatui 2700
1.2.D5 CO3 (KanuanapHas KpoBsb) 525
1.2.D1 KAnHUYeckuii aHanus Kposu 6e3 neiikouutapHoit Gopmybl (KanuanapHas Kposb) 525
1.2.D2 *KAMHWYECKINIA aHaIM3 KPOoBK C NeikoumTapHoi dopmynoit (SDIFF) (KanuansapHas Kposb) 525
1.2.D4 KnunHuyeckuit aHanus kposw (5 DIFF) ¢ noacyeTom neikoumtapHomn dopmynbl spadom K4 (kanuanspHas Kposb) 823
1.2.D3 PeTuKynouuThbl (KanuanapHas Kposb) 483
2.0.D3.202 Ipynna Kposu + Pesyc-paktop 700
2.0.A4.202 AHTUTENA K aHTUreHaM 3PUTPOLMTOB, CyMMapHblie (8 T.4. K Rh-pakTopy, Kpome AT no cucteme ABO) ¢ onpeaeneHnem TUTp: 805
2.0.01.201 AnTutena no cucreme ABO 1625
2.0.A5.202 Onpegenexue Kell aHturena (K) 1208
2.0.D2.202 OnpegeneHune Hannuma aHTureHos apuTpoumntos C, ¢, E, e, CW, Kun k 2450
3.0.A1.203 DdubpuHoreH 350
3.0.D1.203 MpotpombuH (spems, no Kemky, MHO) 315
3.0.A2.203 TpomburHoBOE Bpems 280
3.0.A3.203 A4YTB 263
3.0.A4.203 AHTUTPOMOMH 11 560
3.0.A5.203 BONYAHOYHDbIA aHTUKOArYNAHT (CKPUHUHT) 1750
3.0.A6.203 [-pnmep 1400
3.0.A7.203 Mpotenn C 3416
3.0.02.203 MNpotewnH C Global 3465
3.0.A8.203 MpotenH S 4687
3.0.A29.203 |dakTOp BunnebpaHaa 2100
3.0.A22.203 MnasmuHoreH 1747
4.6.A1.201 Buanpy6uH obymnit 165
4.6.A2.201 BuanpybuH npamoin 168
4.6.01.201 BununpybuH Henpamoii (BkatouaeT onpeaeneHune obuiero u npamoro 6unmpybuHa) 193
4.1.A1.201 AnaHuHamuHoTpaHcdepasa (ANT) 165
4.1.A2.201 AcnapTtatamuHoTpaHcoepasa (ACT) 165
4.1.A3.201 LLlenoyHan docdartasa 165
7.5.A6.201 Ocrasa 1400
4.1.A4.201 Kucnas docdartasa 193
4.1.A5.201 Famma-rnytamuntpaHcdepasa (M) 175
4.5.A12.201 enuHble KNCNoTbl 3332
4.1.A6.201 JNakTataernaporeHasa (N4r) 182
4.1.A7.201 JNaktataernaporeHasa (N146) 1, 2 dparumm 228
4.1.A8.201 XonuHactepasa 193
4.1.A9.201 Anbda-amunasa 242
4.1.A14.201 AMWNa3a naHKpeaTUyeckas 455
4.1.A10.201 |Nlwnasa 420
4.1.A11.201 |KpeaTuHKMHaza (KOK) 224
4.1.A12.201 KpeaTuHknHasza-MB 420
4.2.A1.201 ANbbyMUH 193
4.2.A2.201 06wmit 6enok 158
4.2.01.201 Benkosble dppakumm (BKkao4aeT onpeaenerme obuwero 6eska n anbbymuHa) 665
4.2.A3.201 KpeaTuHuH 158
4.2.D2 CropocTb Kny6oukoBoit dpunbTpaumm (CKD-EPI - B3pocibie/dopmyna LWBapua - 4eTH; BK/IOYaeT onpegeneHne KpeaTuHuHa) 175
4.2.A4.201 MouyesnHa 165
4.2.A5.201 Mouesas Kucnorta 193
4.3.A1.201 MwuornobuH 898
4.3.A12.201 |TponoHwuH | 1475
4.3.A2.201 C-peakTusHbIii 6enok 315
4.5.A9.201 C-peaKTuBHbIN 610K yNbTPauyBCTBUTENbHbIN 560
4.3.A11.202 |HaTtpwuitypetnueckuii nentug B (BNP) 2500
4.3.A3.201 FanTornobuH 945




4.3.A15.201 |Anbda-2 makpornobynuH 980
4.3.A5.201 Anbodal-aHTUTPUNCUH 980
4.3.A6.201 Kucnbiit anbdal-ravkonpoTtenH (oposomykomna) 1015
4.3.A7.201 LiepynonnasmuH 700
4.3.A8.201 303MHOUNBHDIN KaTUOHHDbIN 6enok (ECP) 1050
4.3.A18.201 |Tpunrasa 4200
4.3.A9.201 PeBmatounaHblit paktop (PP) 350
4.3.A10.201 |AHTucTpenTonm3uH-0 (AC/10) 445
4.3.A17.201 UmncratnH C 2375
4.4.A1.205 Inokosa 175
4.4.D2.205 *INoKo3a nocne Harpysku (1 yac cnycra) 175
4.4.D3.205 *[NtoKo3a nocne Harpysku (2 yaca cnycrs) 175
4.4.01.202 [ IMKMPOBaHHbIV remornobuH Alc 935
4.4.A2.201 DpyKTO3aMUH 700
4.4.A3.201 MonouHas KucnoTa (nakrar) 750
4.5.A1.201 Tpuranuepuapl 179
4.5.A2.201 XonectepuH obwmin 161
4.5.A3.201 XonectepuH AMNONPOTENAOB BbICOKOM NaoTHOcTM (JINBM, HDL) 231
4.5.D3 KoadduumeHT ateporeHHOCTH (BKAKOUAET onpeaeneHne obuiero xonectepuHa v JINBM 770
4.5.04 XonectepuH He-J/INBM (non-HDL, BkAtoyaeT onpeaeneHve obuiero xonectepuHa v JINBM) 494
4.5.A4.201 XonectepuH IMNONPOTENA0B HU3KOM naoTHocTK (JINHM, LDL) 308
4.5.02.201 XonectepuH IMNONPOTENAOB OYEeHb HU3KOM NaoTHOCTM (JINMOHM), (BKAtOYaeT onpeaeneHue TPUrIMLepuaos) 350
4.5.A6.201 AnonunonpotenH Al 525
4.5.A7.201 AnonunonpoTtenH B 525
4.5.A8.201 JiunonpoTenH (a) 875
4.5.A10.201 FomouucrenH 1225
7.7.A5.201 JlentuH 1000
4.7.D1.201 Hatpwuit, kanuit, xnop (Na/K/Cl) 263
4.7.A3.201 Kanbumit 06wmit 186
4.7.A4.204 Kanbumit MOHM3UPOBaAHHbIN 445
4.7.A5.201 MarHuit 210
4.7.A6.201 Ddochop HeopraHUYeckui 228
4.7.A7.201 UnHK 420
4.7.A8.201 Megab 805
4.8.A1.201 Keneso 193
4.8.A3.201 TpaHcheppuH 525
4.8.03.201 KoadduumeHT HacbiweHWs TpaHcheppuHa Kenesom (BKaoUaeT onpegeneqne enesa u JIIKCC 508
4.8.A4.201 DeppuUTUH 543
7.7.A3.201 SpUTPONO3TUH 1050
4.8.A2.201 JlaTeHTHanA »eNe30CBA3bIBatowan CnocobHOCTb CbiBOPOTKM (JIHKCC) 228
4.8.01.201 06wasn Kene3ocsA3bIBatoLan cnocobHOCTb CbiBOPoTKM (OXCC) (BKAtOYaeT onpeaeneHue xenesa, JIKCC 350
4.8.A7 Fencnpgmn-25 4830
4.8.A8 PacTBOpMMbIi peuenTtop TpaHcheppuHa (STRF) 2226
5.0.A1.401 Anbda-amunasa moum (amacrasa) 420
5.0.A7.401 [NtoKO3a B Pa3oBov NOPLMM MOUMN 203
5.0.D1.401 MUKpoanbbymuH B pa3oBoit NopuMM Moum (anbbyMUH-KpeaTMHMHOBOE COOTHOLWEHME) 525
5.0.A14.401 beTa-2-MUKpornobyamH moun 1225
5.0.A15.401 |Oe3okcunupuamHonuH (DPD) moumn 1635
5.0.D5.401 Jlutoc-TecT (OueHKa cTeneHn KamHeobpasosaHus, [1oKko3a, benok, pH) 1500
5.0.D011.401  |/IUTOC KOMMNIEKCHbIN (BKNHOYAA OLLEHKY CTEeNeHN KaMHeobpa3osaHus) 2700
5.1.A35 OpraHuyeckme KMcnoTbl B mode(60 nokasarteneit) 10560
5.1.D3 Kanbumit-kpeaTMHMHOBOE COOTHOLEHWE B PAa30BOM MOPLUN MOYMN 396
5.0.010.401 OnpegeneHne XMMUMHYECKOro CoCTaBa MO4EBOro KOHKpemeHTa (MK-cnektpomeTpus) 10413
5.0.D012.402 |INtOKO3a CYTOYHOM MOYM 809
5.0.D013.402 |O6wmit 6enok mouum 210
5.0.014.402 |MwuKpoanbbymuH moum 490
5.0.D1.402 KpeaTuHuH mouun 193
5.0.D1.406 Mpoba Pebepra 333
5.0.015.402 |MoyeBnHa moun 245
5.0.D016.402 |MoyeBas KMCNOTa MOUM 245
5.0.D017.403 |Kanbuwii 06wuii moumn 718
5.0.A20.403 |Okcanatbl B Moye 2750
5.0.018.403 |Pochop HEOPraHUYECKUIA MOYM 802
5.0.019.403  |MarHuit moun 718
5.0.D2.403 Hatpuit, kanuit, xnop moum (Na/K/Cl) 350
7.1.A1.201 TupeoTponHbIi ropmoH (TTT) 350
7.1.A2.201 TUpOKcKH cBob6oAHbIN (T4 cBOGOAHDIN) 350
7.1.A3.201 TpuitoATMPOHUMH cBoBOAHbIN (T3 cBO6OAHDbIN) 350
7.1.A4.201 TUpOKCeKH 06wwin (T4 06wmit) 385
7.1.A5.201 TpuitoaTMPOHUH 06wwmii (T3 06wmit) 385
7.1.A6.201 AHTUTENA K TUPeOrnobyaunHy (AHTW-TT) 578
7.1.A7.201 AHTUTENA K MMKPOCOMasbHOM TUpeonepoKkeuaase (AHTH-TMO) 595
9.0.A13.201 |AHTUTeNna K peL,enTopam TUPEOTPONHOro ropmoHa (AT pTTr) 1925
7.1.A8.201 TupeornobynmH 630
7.1.A10.201 |TMpPOKCUH CBA3bIBaOLWAn CNOCOBHOCTL CbiBOPOTKM (T-uptake) 1175
7.2.A1.201 DONNMKYNOCTUMYIMPYIOLLMIA FopMOH (PCT) 413
7.2.A2.201 JTloTenHU3npyoWwmin ropmoH (/1) 448
7.2.A3.201 MponakTuH 420
7.2.D1.201 MaKponpoiakTUH (BK/O4YaeT onpeaeneHme NponakTuHa) 1155
7.2.A4.201 cTpagymon (E2) 546
7.2.A5.201 MporectepoH 546
7.2.A6.201 mapokcunporectepoH (17-OH-nporectepoH) 805
7.2.A7.201 AHAPOCTEHANOH 1050
7.2.A14.201 AHAPOCTEHAMNON TNHOKYPOHUA, 2380




7.2.A8.201 [ernapoanuaHapoctepoH cynbdat (4IA-cynbdar) 630
7.2.A9.201 TecTocTepoH 06wwmi 466
50.0.H57.201 |TectoctepoH cBo60aHbIN (BKOHYaET onpegeneHmne TectoctepoHa obuero u ceoboaHoro, FCMAT (SHBG), pacyeT MHAEKca CBOBOAHbIX aHAPOreHoB) 1015
7.4.A4.201 AnrnpapoTectocTepoH 1750
7.2.A11.201 |[no6ynuH, cBA3bIBatOWMIA NoN0BbIe ropMoHbI (FCMAT, SHBG) 697
7.2.A17.201  |WHrMbuH A 2875
7.2.A12.201  |WHrMbuH B 3150
7.2.A13.201 |AHTUmionnepos ropmoH (AMI, AMH, MiS) 2275
7.2.A21 ICTpOreHbl B KPOBM (3CTPAAMON, SCTPOH M 3CTPUO) 2685
7.3.A1.201 AccoummnpoBaHHbli ¢ 6epemeHHOCTbO npoTenH A (PAPP-A) 1050
7.3.A2.201 3cTpron cBoboaHbIN 700
7.3.A7.201 06wuit 6eta-XMY (anarHocTMka 6epemeHHOCT, OHKOMapKep) 420
7.3.A4.201 CsoboaHan cybbeaunHuLa 6eta-XMy (npeHaTtanbHbIi CKPUHUHS) 875
8.0.A1.201 Anbda-petonpoTenH (ADM) 595
7.3.A6.201 *MnaueHTapHbIin NakToreH 1946
7.3.A8.201 *Tpodobnactuyeckuit 6eTa-1-rAmMKonpoTenH 697
7.3.A9.201 *MnaueHTapHbIit pakTop pocta (Placental Growth Factor, PIGF) 5250
7.5.A1.209 MapatropmoH 1575
7.5.A2.209 KanbumtoHmH 1050
7.5.A3.209 OcTeoKanbumH 2730
7.5.A4.201 C-KoHLeBble TesionenTuabl KonnareHa | Tuna (Beta-Cross laps) 3080
Mapkep $opmMMpoBaHMA KOCTHOTO maTpuKkca PINP
7.5.A5.201 (N-TepmuHanbHbIM NponenTua npokoanareHa 1 tuna) 3465
7.6.A1.201 UHcynuH 746
7.6.A3.201 MponHcyAnH 2310
7.6.D1.201 *UHcynuH nocne Harpysku (1 vac cnyctsa) 770
7.6.D2.201 *UHcynmH nocne Harpyskm (2 vaca cnycra) 770
7.6.A2.201 C-nentug 735
7.6.D3.201 *C-nenTng nocne Harpysku (1 yac cnycra) 777
7.6.D04.201 *C-nenTna nocne Harpysku (2 yac cnycrs) 777
7.7.A1.201 FacTpuH 1225
7.7.01.201 COOTHOLIEHNE KOHLEHTpaLuii nencuHoreHa | u nencuHorexa Il 2040
7.8.A2.209 PeHuH 1995
7.8.A1.209 AnbpocTepoH 3329
7.8.D2 ANbAOCTEPOH-PEHMHOBOE COOTHOLWEHME (BKNIOYAET: aslb40CTEPOH, NPAMOE OnpeaesieHne PeHUHA, COOTHOLeHMe 2025
7.4.A1.209 ALPEHOKOPTUKOTPOMHbIN ropMmoH (AKTT) 770
7.4.A2.201 KopTtuson 595
7.7.A2.209 COMaToTpPOMHbIMA ropmoH pocTta (CTT) 700
7.7.A4.201 UHcynmnHonopobHbI dpakTop pocta, UDP | (ComatomeauH C) 1200
7.4.D5.202 *KaTexonaMuHbl KPOBM (agpeHanunH, HopagpeHanuH, 4odammnH) U CepPOTOHMH 2175
*KaTexonaMuHbl KPOBU (agpeHanuH, HopagpeHanauH, 4oGammuH), CEPOTOHUH U UX METaboIMTbl B MoYe (BaHWAMAIMUHAAIbHAA KUCNOTa,
7.4.D06.407 roMOBaHWNMHOBAA KUCAOTA, 5-TMAPOKCUMHAONYKCYCHasA KUCNOTa) 2850
7.9.A1 KopTtuson B catoHe (3akntodeHne spada K/ no uccnesosateibCKOMy OTHeTy) 1483
7.9.A2 CooTHoweHue A n KopTusona, caioHa (4 nopumm) 4200
7.9.A3 [ernapoanvaHapoctepoH (43A) B catoHe (3akntodeHune spada K/ no nccienosatensckomy oTyeTy, 1483
7.9.A4 TecTocTepoH cBo60AHbIN B CNtOHe (3aKkntodeHue Bpada K/ no uccnesoBaTeslbCKOMyY OTHETY 1483
CTepounaHblit npodunb (8 nokasateneit) 8 cioHe (TectocTepoH, [JernaposnmaHapocTepoH, AHApocTeHanoH, KopTtuson, KopTusoH, 3ctpaguon,
7.9.01 MporecrtepoH, 17-OH-nporectepoH) 6594
7.4.A3.403 KopTuson moun 1125
7.2.A19 cTporeHbl U ux MeTabonnTbl (10 nokasatesnei) B mode 10266
*17-keTocTeponabl (aHAPOCTEPOH, aHAPOCTEHAMOH, [IIDA, 3STMOXONAHONOH, 3NUAHAPOCTEPOH, TECTOCTEPOH, 3MUTECTOCTEPOH, NPErHaHTPMon,
7.4.09 COOTHOLWEHWE aHAPOCTEPOH/3TUOXONAHO/OH, COOTHOLWEHME TECTOCTEPOH/3MUTECTOCTEPOH) 4017
5.0.D08.403 *06wme metaHedpUHbI M HOpMmeTaHebPUHbI 2385
5.0.09.403 *CBob6ogHble MeTaHedpPUHbI U HopMeTaHedPUHbI 2505
7.4.D01.403 *KaTexonaMuHbl Mouv (agpeHanuH, HopagpeHanuH, opammH) 2112
*KaTexonaMuHbl MoUM (agpeHanuH, HopagpeHanuH, 4obamuH) n X MeTabonnTbl (BaHUAMAMMHAANbHAA KMCNOTA, FOMOBAHU/IMHOBAA KMCNOTa, 5
7.4.D2.403 MAPOKCUUHAONYKCYCHAsA KUCNOTa) 4350
7.4.D3.403 *MeTab0onnTbl KaTEX0NIAMUHOB B MOYe (BaHWIMAIMUHAANbHAA KACIO0TA, TOMOBAaHWAMHOBAA KMCIOTA, 5-TMAPOKCUUHA0NYKCYCHAA KUCI0Ta) 2112
8.0.A2.201 PakoBO-3MBpUMOHabHbINA aHTUreH (PIA) 630
8.0.A3.201 AnTturen CA 19-9 805
8.0.A9.201 AHTturen CA72-4 970
8.0.A16.201 AHTturen CA 242 1250
8.0.A4.201 AnTturen CA 125 675
8.0.A17.201 Onyxonesblit mapkep HE 4 1050
8.0.D6 MporHocTMyeckan BepoATHOCTb (3HaueHne ROMA, npemeHonaysa) (BkaouaeT onpeageneHune aHTureHa CA 125 u onyxonesoro mapkepa HE 4) 1550
8.0.D4 MporHocTMyeckan BepoaTHOCTb (3HaueHne ROMA, nocTmeHonaysa) (BK/touaeT onpegeneHune aHtureHa CA 125 n onyxonesoro mapkepa HE 4) 1375
8.0.A7.201 AnTturen CA 15-3 945
8.0.A23.201 |MCA (MyuMHONOAOBHbIN PaKO-aCCOLMMPOBAHHbIN aHTUIEH) 2450
8.0.A21.201 |MNpocraTtocneunduyeckuin aHtureH (MCA) obmi 553
8.0.D7 MpoueHT ceoboaHoro MCA (06wuii MCA, ceoboaHbii MCA 1 coOTHOWeHMe) 1075
8.0.D2.201 NHaeke 3a0posba npoctatbl (PHI) 4275
8.0.A10.201 |AHTMreH NNOCKOKNETOYHOM KapumHoMbl (SCCA) 875
8.0.A12.201 |®parmeHT uuToKepaTtuHa 19 (Cyfra 21-1) 1400
8.0.A11.201 |HeipoH-cneundunyeckas eHonasa (NSE) 1400
8.0.A8.201 beTta2-muKkpornobyamnH 675
8.0.A13.201 benok S-100 1950
8.0.A19.201 XpomorpaHuH A CgA 2250
8.0.A14.401 |Cneuunduyeckuin aHTUreH paka Mo4esoro nysbipa (UBC) B moue 1605
8.0.A18.101 |Onyxonesas nupysaTkuMHasa Tu M2 (8 kane) 1800
8.0.03.101 WccnepoBaHue Kana Ha TpaHcheppuH 1 remornobur 1496




12.7.A1.202 PHK Bupyca renatuTa A, KpoBb, Kau. 774
12.8.A1.202 [HK Bupyca renaTtuta B, KpoBb, Kau. 875
12.8.A2.202 [ HK Bupyca renatuta B, KpoBb, KOAWu. 1105
12.8.D2 [HK BIB, reHoTun (A,B,C,D) KpoBb, Kau. 1683
12.9.A1.202 PHK Bupyca renatuta C, KpoBb, Kau. 925
12.9.A2.202 PHK Bupyca renatuta C, KpoBb, KON, 3750
12.9.D2 PHK BI'C, reHoTun (1,2,3), KpoBb, Kau. * 1650
12.9.D3 PHK BIC, reHoTun (1a, 1b, 2, 3a, 4, 5a, 6), KpoBb, Kau. * 1950
12.9.D1 PHK BIC, reHotun (1a,1b,2,3a,4,5a,6) KpoBb, kKonuy. * 2250
12.10.A1.202 |PHK Bupyca renaTtuta D, KpoBb, Kau. 1000
12.11.A1.202 |PHK Bupyca renatuta G, KpoBb, Kau. 1105
12.14.A1.202 |AHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, 11), Kposb, Kau. 555
12.15.A1.202 |AHK Bupyca repneca VI Tuna (Human Herpes virus VI), KpoBb, Kay. 950
12.15.A2 [HK Bupyca repneca VI Tuna (Human Herpes virus VI), KpoBb, KOu4. 715
12.26.A1.202 |AHK Bupyca repneca VIl Tuna (Human Herpes virus VII), KpoBb, Kau. 1025
12.13.A1.202 |AHK unTtomeranosupyca (Cytomegalovirus), KpoBb, Kau. 555
12.13.A2.202 |AHK unTtomeranosupyca (Cytomegalovirus), KpoBb, KOMY. 750
12.23.A1.202 |PHK Bupyca KpacHyxu (Rubella virus), kposb, Kau. 1750
12.24.D1 [HK Bupycos rpynnbi repneca (EBV, CMV, HHV6) KpoBb, Koawu. 1975
12.16.A1.202 |AHK Bupyca InwrTeitHa-bapp (Epstein-Barr virus), KpoBb, Kau. 788
12.16.A2.202 |AHK Bupyca InwrTeitHa-bapp (Epstein-Barr virus), KpoBb, KOAKY. 875
12.17.A1.202 |AHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus), KpoBb, Kau. 980
12.22.A2.202 |AHK napsosupyca B19 (Parvovirus B19), KpoBb, Kou4. 1320
12.4.A1.202 |AHK nuctepwmm (Listeria monocytogenes), KpoBb, Kau. 595
12.6.A1.202 |AHK mukobakTepum Tybepkynesa (Mycobacterium tuberculosis), KpoBb, Kau. 837
12.5.A1.202 |AHK Tokconnasmbi (Toxoplasma gondii), KpoBb, Kau. 858
12.25.A1.202 |AHK ageHosupyca (Tunbi 3,2, 5, 4,7, 12, 16, 40, 41, 48), KpoBb, Kau. 1326
12.18.A1.202 |*PHK BWY | TMna, KpoBb, Kau. 2250
12.18.A2.202 |*PHK BWY | TMna, KpoBb, KOAWY. 1800
12.21.D1.202 |*OpHospemeHHoe onpegeneHve JHK supyca renatuta B, PHK Bupyca renatuta C, PHK BUY | Tuna, KpoBb, Kau 3750
MNUP-anarHocT1Ka Knewesbix MHbeKumit Bo3byauTeneit 6oppenvosa (Borrelia burgdorferi), moHouuTapHoro spauxumosa (Ehrlichia chaffeensis) n
12.31.D1 aHannasmosa (Anaplasma phagocytophilum), kposb, Kau. 2429
12.31.A3 MLUP-AMarHocT1Ka Knewesoro aHuedanuTta, KpoBb, Kau. 1248
KomnnekcHoe nccnegosanune AHK MeHUHIOKOKKa, remoduabHOM Nanouku, cTpentokokka (Neisseria meningitidis, Haemophilus influenzae,
13.32.D2 Streptococcus pneumoniae), Kau 2084
13.1.A1.900 |AHK xnamugum (Chlamydia trachomatis) 388
13.1.A3.900 |AHK xnamugum (Chlamydia trachomatis), KonnyecteeHHO 533
13.2.A1.900 |AHK mukonnasmbl (Mycoplasma hominis) 388
13.2.A5.900 |AHK mukonnasmbl (Mycoplasma hominis), KonnyecteeHHO 388
13.2.A2.900 |AHK mukonnasmsl (Mycoplasma genitalium) 388
13.2.A4.900 |AHK mukonnasmbl (Mycoplasma genitalium), konnyecrtseHHo 418
50.0.H65.900 |OHK xnamugodun n mukonnasm (Chlamydophila pneumoniae, Mycoplasma pneumoniae) 1000
13.3.A1.900 |AHK ypeannasmbi (Ureaplasma urealyticum) 393
13.3.A5.900 |AHK ypeannasmbi (Ureaplasma urealyticum), Koam4yecTseHHa 393
13.3.A2.900 |AHK ypeannasmbi (Ureaplasma parvum) 500
13.3.A6.900 |AHK ypeannasmbi (Ureaplasma parvum), KonnyectseHHo 428
13.3.A3.900 |AHK ypeannasmbi (Ureaplasma species) 425
13.3.A4.900 |AHK ypeannasmbl (Ureaplasma species), KoNM4YecTBeHHO 420
13.4.A1.900 |AHK rapaHepennbl (Gardnerella vaginalis) 388
13.4.A2.900 |AHK rapaHepennbl (Gardnerella vaginalis), konnyecteeHHo 553
13.6.A1.900 |AHK roHokokka (Neisseria gonorrhoeae) 525
13.6.A2.900 [HK roHokokka (Neisseria gonorrhoeae), KonnyecrtseHHo 718
13.5.A1.900 |AHK 6negHoit TpenoHemsbl (Treponema pallidum) 585
13.8.A1.900 |AHK mukobakTepum Tybeprynesa (Mycobacterium tuberculosis) 473
13.11.A2.900 |AHK cTpenToKoKKOB (Streptococcus species) 1125
13.38.A1.900 |AHK cTpenToKoKKa (S. agalactiae), kon. 938
13.13.A1.900 |AHK nuctepum (Listeria monocytogenes) 1200
13.37.A1.900 |AHK nHesmoumcTbl (Pneumocystis jirovecii (carinii)) *** 1650
13.15.A1.900 |AHK kaHauabl (Candida albicans) 450
13.15.A2.900 |AHK kaHguabl (Candida albicans), KonnMyecteeHHO 613
13.15.D1.900 |AHK rpubos poaa kaHamapl (Candida albicans/Candida glabrata/Candida krusei) c onpegenenvem Tunz 738
TunuposaHue rpubos, pacwmpeHHbii (Candida albicans, Fungi spp, Candida krusei, Candida glabrata, Candida tropicalis, Candida parapsilosis,
50.0.H117.900 |Candida famata, Candida guilliermondii) 1750
13.16.A1.900 |AHK Tokconnasmbl (Toxoplasma gondii) 498
13.16.A2.900 |AHK Tokconnasmbl (Toxoplasma gondii), KonmyecTseHHO 733
13.17.A1.900 |AHK TpmuxomoHagpb! (Trichomonas vaginalis) 428
13.17.A2.900 |AHK TpmuxomoHaabl (Trichomonas vaginalis), konnyecteeHHo 588
13.18.A1.900 |AHK unTtomeranosupyca (Cytomegalovirus, CMV) 413
13.18.A2.900 |AHK unTtomeranosupyca (Cytomegalovirus, CMV), Konn4yectseHHo 573
13.19.A1.900 |AHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus 1) 625
13.19.A4.900 |AHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus 1), KosM4ecTseHHO 638
13.19.A2.900 |AHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 1) 475
13.19.A5.900 |AHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus 1), KoaMyecTseHHO 613
13.19.A3.900 |AHK Bupyca npoctoro repneca | u Il Tunos (Herpes simplex virus | v 1) 418
13.20.A1.900 |AOHK Bupyca repneca VI Tuna (Human Herpes virus VI) 875
13.20.A2.900 |AHK Bupyca repneca VI Tuna (Human Herpes virus VI), KonuyectseHHc 1125
13.46.A1.900 |AHK Bupyca repneca VIl Tuna (Human Herpes virus VII) 1288
13.21.A1.900 |AHK Bupyca InwrTeitHa-bapp (Epstein-Barr virus) 395
13.21.A2.900 |AHK Bupyca InwreitHa-bapp (Epstein-Barr virus), KoAM4ecTBEHHO 583
13.22.A1.900 |AHK Bupyca Bapuuenna-3ocrep (Varicella-Zoster virus) 533
13.34.A1.900 |AHK napsosupyca B19 (Parvovirus B19) 1000
13.29.A1.900 |AHK apeHosupyca (tunbi 3, 2,5, 4,7, 12, 16, 40, 41, 48) 1250
13.31.D1.900 |AHK Bo3byauTeneit Kokntowa/napakoknowa/6poHxocenTturosa (Bordetella pertussis/Bordetella parapertussis/Bordetella bronchiseptica) 1250




13.23.D2.900 |AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 6/11 TMnos c onpegeneHnem tmna 418
13.23.D3.900 |AHK nanunnomasupycos (Human Papillomavirus, BM4Y) 6/11 TMNoB c onpegeneHnem Tmna, KoNMYeCTBEHHO 588
13.23.A1.900 |AHK nanunnomasupyca (Human Papillomavirus, BNY) 16 Tuna 498
13.23.A2.900 |AHK nanunnomasmupyca (Human Papillomavirus, BN4) 18 tTvna 423
13.24.D1.900 |AHK nanunnomasmupycos (Human Papillomavirus, BM4Y) 16/18 TMnos, KOAMYECTBEHHO 750
13.23.D1.900 |AHK nanunnomasupycos (Human Papillomavirus, BN4) 31/33 TMnos c onpegeneHnem tmna 525
13.23.D4.900 |AHK nanunnomasupycos (Human Papillomavirus, BM4) 31/33 TMnos ¢ onpegeseHnem Tuna, KoJIMYeCcTBEHHO 720
[HK nanunnomasupycos (Human Papoiilmavirus) Bbicokoro KaHueporeHHoro pucka (16-68 tunos: 16,18,31,33,35,39,45,51,52,56,58,59,66,68)
13.23.A3.900 |6e3 onpegenexHuna Tuna 750
[HK nanunnomasupycos (Human Papoiilmavirus) Bbicokoro KaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TMnos) ¢
13.23.D6.900 |onpeaeneHnem Tvna 1335
BMY-tect (ROCHE COBAS4800) BbICOKOTO KaHL,eporeHHoro pucka (16-68 tunos: 16, 18 c onpegeneHvem tvna, 31, 33, 35, 39, 45, 51, 52, 56, 58,
13.23.D5.900 |59, 66, 68 6e3 onpegeneHuns TMna) 3000
13.30.A2.900 |PHK supyca rpunna A/HIN1 (ceuHom rpunn), (kay.) 2400
13.30.D3.900 |PHK supycos rpunna A/HIN1, A/H3N2 3136
13.30.D1.900 |FeHoTMNMpoOBaHMWe BUpYyca rpunna (A/B) 1750
OPBWU-CKpUH
(PHK pecnupaTtopHocuHumMTHanbHoro supyca/ PHK metanHesmosupyca/
13.30.D2.900 |PHK naparpwunna (tunos 1, 2, 3 u 4)/ PHK kopoHasupycos/ PHK puHosupycos/ [HK ageHosupycos (rpynn B, C u E)/ AHK 6okasupyca) 2500
13.30.A13 PHK kopoHaswupyca SARS-CoV-2 (COVID-19, PT-MNLP-2) 1750
50.0.H211 PHK KopoHasupyca SARS-CoV-2 (COVID-19, pe3y/ibTaT Ha aHIIMIACKOM M PYCCKOM A3blKax, R23) 1750
50.0.H217 PHK kopoHasupyca SARS-CoV-2 (COVID-19) ¢ AononHuTebHbIM onpegeneHnem wrammos Omicron v Delta 3750
13.30.D4 Bupycsl rpynnbl repneca (EBV, CMV, HHV6) 1125
13.9.A1.101 |AHK xenunkobaktepa (Helicobacter pylori) 825
13.14.A1.101 |AHK canbmoHenn (Salmonella species) 1500
13.14.A5.101 |*[OHK Bo3byauTens ncesaotybepkynesa (Yersinia pseudotuberculosis) 863
60.30.H31.101 |OKM-TecT (Shigella spp./ Salmonella spp./ Campylobacter spp./ Adenovirus F/ Rotavirus A/ Norovirus 2/ Astrovirus) 2888
[AwnaporexHble E.coli (AHK sHTeponaToreHHbix E. coli/
[HK sHTepoToKceureHHbix E. coli/ AHK sHTeponHBasusHbix E. coli/
13.14.D1.101 |AHK sHTeporemopparuyeckux E. coli/ AHK sHTepoarrperatvsHbix E. coli) 3250
13.25.A1.101 |PHK aHTeposwupyca (Enterovirus) 950
13.26.A1.101 |PHK potasupycos (Rotavirus) A 1500
13.28.A1.101 |PHK Hoposupycos (Norovirus) Il Tuna 1375
11.1.A1.201 |AHTuTena K Bupycy renatuta A, IgM (Anti-HAV IgM) 675
11.1.A2.201 |AHTuTena K BUpYcCy renatuta A, IgG (Anti-HAV IgG) 585
11.2.A1.201 MOoBEPXHOCTHbINM aHTUreH BMpyca renatuTa B (aBcTpanmitckmin aHTureH, HbsAg) 298
11.2.A7.201 MOBEPXHOCTHBbIN aHTUreH BMpYyca renatuta B (aBcTpanmnitckuin aHTureH, HbsAg), KoamuecTBeHHC 1615
11.2.A2.201 AHTUTENA K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBs) 650
11.2.A3.201 |AHTWTeNa K agepHOMY (cor) aHTUreHy BMpyca renaTtuta B, cymmapHble (Anti-HBcor| 875
11.2.A4.201 |AHTWTeNa K agepHOMYy (cor) aHTUreHy Bupyca renaturta B, IgM (Anti-HBcor IgM) 735
11.2.A5.201 |AHTureH HBe supyca renatuta B (HbeAg) 800
11.2.A6.201 |AHTuTena K HBe-aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-HBe) 600
11.3.A3 AHTUTENa K BMpYyCY renaTtuTta C, cym. (Anti-HCV) 483
11.3.A2.201 |AHTuTena K Bupycy renatuta C, IgM (Anti-HCV IgM) 900
11.4.A1.201 |AHTuTeNa K BUPYCY renaTtuTta D, cymmapHble (Anti-HDV) 875
11.4.A2.201 |AHTuTena K BUpYcy renatuta D, IgM (Anti-HDV IgM) 850
11.5.A2.201 |AHTuTena K BUpYycy renatuta E, IgM (Anti-HEV IgM) 950
11.5.A1.201 |AHTuTena K BUpycy renatuta E, IgG (Anti-HEV I1gG) 1000
11.7.A1.201 |BWY (aHTUTeNa M aHTUreHbI) 390
11.6.A1.201 |MuKpopeakuma Ha cudbunmc kadectseHHo (RPR) 245
11.6.A2.201 PeaKuua NacCMBHOM remarraloTuHaumMmn Ha cudunuc (PMNrA), KauectseHHC 1250
11.6.A4.201 |AHTuTena K BnegHoi TpenoHeme (T.pallidum),cym. 500
11.6.A5.201 |AHTuTena K BneaHol TpenoHeme (Treponema pallidum), IgM 625
11.6.A8.201 |AHTuTena K BneaHol TpenoHeme (Treponema palidum), IgG 585
11.38.A1.201 |AHTWTENa K aHTUreHam T-aumoTponHbIx Bupycos (HTLV) 1 1 2 Tunos 1643
11.8.A1.201 AHTUTENa K BMpYCY npocToro repreca |, Il Tunos (Herpes simplex virus |, 1), IgM 625
11.8.A9.201 AHTUTENa K BMPYCY npocToro repneca |, Il Tunos (Herpes simplex virus |, 11), IgA 668
11.8.A2.201 AHTUTENa K BMpYCY npocToro repneca |, Il Tunos (Herpes simplex virus |, 11), 18G 625
AsuaHocTb I1gG K Bupycy npocToro repneca |, Il Tunos (Herpes simplex virus I, 11) (Bkito4aet onpegeneHune aHTUTEN K BUpycy npoctoro repneca |, ||
50.0.H75.201 |tunos, IgG) 750
11.8.D1.201 |AHTMTeNa K BUpYCY npocToro repneca |, Il Tunos (Herpes simplex virus |, 11), IgM (mmmyHo610T) 3300
11.8.D2.201 |AHTuTena K BUpYCYy npocToro repneca |, Il Tunos (Herpes simplex virus 1, 1), 1gG (ummyHo6n10T) 3000
AHTUTeNa K BMpYycy npocToro repneca | tuna
11.8.A4.201 |(Herpes simplex virus 1), IgM 1125
11.8.A5.201 AHTUTENa K BUpPYCY npocToro repneca | Tuna (Herpes simplex virus 1), IgG 863
AHTUTena K BMpycy npoctoro repneca Il Tuna
11.8.A6.201 |(Herpes simplex virus Il), IgM 1125
AHTUTeNa K BMpycy npoctoro repneca Il Tuna
11.8.A7.201 |(Herpes simplex virus II), IgG 750
11.8.A8.201 |AHTuTena K Bupycy repneca VI Tuna (Human herpes virus Vl), 1gG 625
11.49.A1.201 |AHTuTena K BUpYcy Bapuuenna-3ocrep (Varicella-Zoster), IgM 625
11.49.A2.201 |AHTuTena K BUpYcY Bapuuenna-3ocrep (Varicella-Zoster), IgA 738
11.49.A3.201 |AHTuTena K BUpYycy Bapuuenna-3ocrep (Varicella-Zoster), 1gG 625
11.10.A1.201 |AHTWTENa K KancMaHOMY aHTUreHy Bupyca dnwTeiHa-bapp (Epstein-Barr virus VCA), IgM 750
11.10.A2.201 |AHTWTeENa K KancMaHOMY aHTUreHy Bupyca dnwreiHa-bapp (Epstein-Barr virus VCA), IgG 663
11.10.A8.201 |AHTWTENa K paHHEMYy aHTUreHy Bupyca dnwTeiHa-bapp (Epstein-Barr virus EA), IgG 625
11.10.A7.201 |AHTWTeENa K AAEPHOMY aHTUreHy Bupyca InwTeitHa-bapp (Epstein-Barr virus EBNA), IgG 780
AsuaHoCTb 1gG K Bupycy dnwTeiHa-bapp (Epstein-Barr virus) (BkAtouaeT onpeaesieHne aHTUTeN K KancuaHoOMy aHTUreHy Bupyca dnwTenHa-
50.0.H76.201 |Bapp, IgG) 1085
11.10.D1.201 |AHTMTeNa K BUPYCY dnwTelHa-bapp (Epstein-Barr virus), IgM (mmmyHo6510T) 3000
11.10.D2.201 |AHTMTeNa K BUPYCY dnwTeliHa-bapp (Epstein-Barr virus), IgG (MmmyHo610T) 3000
11.9.A1.201 |AHTMTeENa K uMTomeranosmpycy (Cytomegalovirus), IgM 640
11.9.A2.201 |AHTuTeNa K umTomeranosmpycy (Cytomegalovirus), IgG 500




50.0.H74.201 |AsmaHocTb IgG K uutomeranosmpycy (Cytomegalovirus) (Bk/itouaeT onpegeneHune aHTUTeN K uMTomeranosmpycy, 1gG) 845
11.9.D2.201 |AHTMTeNa K umMTomeranosupycy (Cytomegalovirus), IgG (ummyHo610T) 2250
11.11.A1.201 |AHTUTENA K BUPYCY KPaCHyxK, IgM 535
11.11.A2.201 |AHTUTENA K BUPYCY KpacHyxMK, IgG 500
50.0.H77.201 |ABmaHOCTb IgG K BUPYCY KpacHyxw (BKAOYaeT onpeaeneHme aHTUTeN K BUPYCY KpacHyxu, IgG) 1250
11.11.D1.201 |AHTWTENa K BUPYCY KPacHyx, IgG (MMmyHO610T) 3000
11.19.A1.201 |AHTMTeNa K TOKconnasme (Toxoplasma gondii), IgM 800
11.19.A4.201 |AHTMTeENa K TOKconnasme (Toxoplasma gondii), IgA 625
11.19.A2.201 |AHTMTeNa K TOKconnasme (Toxoplasma gondii), IgG 500
50.0.H78.201 |AsmaHocTb IgG K Tokconiasme (Toxoplasma gondii) (BkntouaeT onpegeneHne aHTUTEN K TOKconaasme, IgG) 1250
11.26.A2.201 |AHTuTeNa K napsosupycy (Parvovirus) B19, IgM 700
11.26.A1.201 |AHTuTeNa K napsosupycy (Parvovirus) B19, IgG 700
11.12.A2.201 |AHTUTENA K BUPYCY Kopw, IgG 625
11.13.A1.201 |AHTUTENA K BUPYCY INMAEMUYECKOro NapoTuTa, IgM 875
11.13.A2.201 |AHTUTENA K BUPYCY INMAEMMUYECKOro NapoTuTa, IgG 750
11.33.A1.201 |AHTUTENA K KOK/IIOLLHOMY TOKCUHY, IgA 1125
11.33.A2.201 |AHTUTENA K KOK/IOLWHOMY TOKCUHY, IgG 1015
11.33.D1.201 |AHTMTeNa K BO36yAnTENAM KOKIIOWA M Napakokaowa (Bordetella pertussis, Bordetella parapertussis), cymmapHbie (PMTA) nonykonnyectseHHo 2200
11.51.A3.201 |AHTuTena K AaeHosupycy (Adenoviridae), IgM 1063
11.51.A1.201 |AHTuTena K AgeHosupycy (Adenoviridae), IgA 1055
11.51.A2.201 |AHTuTena Kk AgeHosupycy (Adenoviridae), IgG 1055
11.28.A1.201 |AHTuTena K Bo3byauTento gudtepum (Corynebacterium diphtheriae) 2000
11.28.A2.201 |AHTMTeNa K BO36yaunTento ctonbHaka (Clostridium tetani) 1005
11.15.A2.201 |AHTHTENa K Xxnamuaum (Chlamydia trachomatis), IgM 411
11.15.A1.201 |AHTMTeNa K Xxnamuamm (Chlamydia trachomatis), IgA 600
11.15.A3.201 |AHTMTeNa K xnamuamm (Chlamydia trachomatis), IgG 399
11.15.A5.201 |AHTuTena K xnammgodune (Chlamydophila pneumoniae), IgM 540
11.15.A4.201 |AHTuTena K xnammgodune (Chlamydophila pneumoniae), IgA 1125
11.15.A6.201 |AHTuTeNa K xnammgodune (Chlamydophila pneumoniae), 1gG 600
11.16.A1.201 |AHTMTeNa K MuKoniasme (Mycoplasma hominis), IgA 600
11.16.A3.201 |AHTMTENa K MMKona3me (Mycoplasma hominis), IgG 600
11.16.A6.201 |AHTuTENa K MUKonnasme (Mycoplasma pneumoniae), IgM 798
11.16.A4.201 |AHTuTENa K MuKoniasme (Mycoplasma pneumoniae), IgA 1125
11.16.A5.201 |AHTMTENa K MUKonasme (Mycoplasma pneumoniae), IgG 600
11.17.A1.201 |AHTuTena K ypeannasme (Ureaplasma urealyticum), IgA 600
11.17.A3.201 |AHTuTena K ypeannasme (Ureaplasma urealyticum), IgG 600
11.18.A1.201 |AHTMTeENa K TpMXxOMOHage (Trichomonas vaginalis), IgG. 600
11.21.A3.201 |AHTMTeNa K KaHauae (Candida albicans), IgM 825
11.21.A1.201 |AHTuTena K KaHamae (Candida albicans), IgA 600
11.21.A2.201 |AHTuTena K KaHauae (Candida albicans), IgG 687
11.47.A2.201 |AHTuTena K rpubam (Aspergillus fumigatus), 1gG 900
11.23.A1.201 |AHTMTENa K MUKOBaKTepuam Tybepkynesa (Mycobacterium tuberculosis), cymmapHbie 1050
11.25.A1.201 |AHTuTena K nervoHennam (Legionella pneumophila), cymmapHble 900
11.39.A1.201 |AHTuTena K 6pyuenne (Brucella), IgA 750
11.39.A2.201 |AHTuTena K 6pyuenne (Brucella), IgG 750
11.40.A1.201 |AHTUTENa K BUPYCY KNewweBoro sHuedanuTa, IgM 750
11.40.A2.201 |AHTUTENA K BUPYCY KNewwesoro sHuedanuTa, IgG 750
11.24.A1.201 |AHTuTena K Boppenuam (Borrelia burgdorferi), IgM 750
11.24.A2.201 |AHTuTeNa K Boppenuam (Borrelia burgdorferi), 1IgG 870
11.24.D1.201 |AHTuTeNa K Boppenunam (Borrelia), IgM (ummyHoB10T) 1950
11.24.D2.201 |AHTuTeNa K Boppenuam (Borrelia), IgG (mmyHo610T) 2550
11.20.A10.201 |AHTHTENa K onucTopxam (Opisthorchis felineus), IgM 750
11.20.A1.201 |AHTMTENa K onucTopxam (Opisthorchis felineus), 1IgG 750
11.20.A14.201 |UMK, copeprkalume aHTUreHbl ONUCTOPXOB 1000
11.20.A2.201 |AHTMTeENa K 3xMHOKOKKam (Echinococcus granulosus), 1IgG 805
11.20.A3.201 |AHTMTeNa K TOKCOKapam (Toxocara canis), IgG 435
11.20.A4.201 |AHTuTena K TpuxuHennam (Trichinella spiralis), 1I8G 465
11.20.A5.201 |AHTMTENa K WmKcTocomam (Schistosoma mansoni), IgG 875
11.20.A6.201 |AHTUTeNa K yrpuuam KuwedHbim (Strongyloides stercoralis), 1I8G 875
11.20.A7.201 |AHTWTENA K LMCTMLLEPKaM CBMHOTO LenHa (Taenia solium), 18G 975
11.20.A8.201 |AHTMTENa K NeYeHOoUYHbIM cocanblumKkam (Fasciola hepatica), 1gG 1000
11.20.A12.201 |AHTHTeENa K ackapuaam (Ascaris lumbricoides), IgG 450
11.20.A13.201 |AHTHTeENa K KNOHOpXam (Clonorchis sinensis), IgG 750
11.22.A1.201 |AHTuTeNa K iambanam (Lamblia intestinalis), cymmapHble 435
11.22.A2.201 |AHTuTeNa K iambanam (Lamblia intestinalis), IgM 465
11.41.A1.201 |AHTuTeNa K amebe amseHTepuitHoit (Entamoeba histolytica), IgG 960
11.30.A1.201 |AHTuTena K Nerwmanum (Leishmania infantum), cymmapHbie 1100
11.14.A3.201 |AHTuTena K XxenukobakTtepy (Helicobacter pylori), IgM 998
11.14.A2.201 |AHTuTena K xenukobakTtepy (Helicobacter pylori), IgA 750
11.14.A1.201 |AHTuTena K xenukobakTtepy (Helicobacter pylori), IgG 540
11.35.D1.201 |AHTuTeNa K wurennam (Shigella flexneri I-V, Shigella sonnei) 1755
11.32.D1.201 |AHTuTena K nepcuHuam (Yersinia enterocolitica), IgA; 1gG 1023
11.32.A1 AHTUTeNa K Bo3byauTento ncesaotybepkynesa (Yersinia pseudotuberculosis), PMTA, Tutp 1405
11.36.A1.201 |AHTMTeENa K canbmoHennam (Salmonella) A, B, C1,C2, D, E 1168
11.37.A1.201 |AHTuTena K Vi-aHTuUreHy BobyauTens 6piowHoro Tuda (Salmonella typhi) 846
11.46.A1.201 |AHTuTena K BUpYycy Kokcaku (Coxsackievirus), IgM 1116
11.34.A1.201 |AHTUTENa K MEHMHIOKOKKY (Neisseria meningitidis) 2118
11.57.A16 AnTuTena 1gG K S-6enKy kopoHasupyca SARS-CoV-2 (Bektop-bect, Poccus) 1500
11.57.A5 AHTUTeNa IgM K S- n N-6enkam KopoHasumpyca SARS-CoV-2 (MDA, Poccus), nonyKoamy. 1750
11.57.A15 AHTuTena IgG K KopoHasupycy SARS-CoV-2 nocse BakuuHaumm npenapatom «3nunBakKopoHa» (PBYH MHL, BB «Bektop», Poccus) 1500
11.57.A10 AHTUTENA K KopoHaBupycy SARS-Cov2, HykneoKancuaHblit 6enok, IgG (Abbott, CLLA) 1750
11.57.A13 AHTUTENa K KopoHaBupycy SARS-Cov2, 6enok S, IgM (Abbott, CLLA) 1750




11.57.A14 AnTuTena IgG K RBD someHy S 1 6enka KopoHasupyca SARS-Cov2 (Abbott, CLUA), Konmu. 1500
50.0.H204 AnTuTena IgG K RBD someHy S 1 6enka KopoHasupyca SARS-Cov2 (Abbott, CLUA, pe3yabTaT Ha aHIIMIACKOM M PYCCKOM A3bIKax), Koaud. 1150
11.57.D1 AnTutena IgM/IgG k supycy SARS-CoV-2, UXTA 2550
15.0.D1.309 LiuTonornyeckoe nccnenosaHve oTAeNAEMOro BAaranuLg 531
15.0.D02.310 |UuTonormuyeckoe uccnesoBaHne cockoba C Weku maTku 531
15.0.D3.311 LiuTonornyeckoe nccaeaoBaHme cockoba u3 LLepBUKanbHOTO KaHana 531
15.0.015.301 |UuTonormuyeckoe MccnefoBaHMe CMELWAHHOIO COCKoba C LWeNKM MaTKK U U3 LLepBMKaIbHOTO KaHane 531
15.0.D4.111 LiTonornyeckoe nccneposaHve acnuparta U3 NoiocTn MaTku 531
15.0.D5.102 LiuTonornyeckoe nccnepnosaHue MoKpoTbl 531
15.0.D6.603 LiuTonormyeckoe MccaeaoBaHMe NaeBpanbHOM XUAKOCTH 531
15.0.D7.605 LiuTonormyeckoe nccnesoBaHne nepuKkapamanbHOM KUAKOCTU 531
15.0.010.703 |UuTonormyeckoe uccnefoBaHne NyHKTaTOB APYr1X OPraHoB M TKaHew 531
15.0.D08.701 LiuTonornyeckoe MccaesoBaHMe NyYHKTAaTOB MOIOYHOM XKenesbl 531
15.0.D9.701 LiuTonormyeckoe MccaesoBaHMe OTAENAEMOTO MOIOYHOM Kenesbl 531
15.0.D019.313 |UuTonormyeckoe UccnefoBaHne IHAOCKONMYECKOro maTepuana Ha Helicobacter pylor 531
15.0.D11.313 |UwuTonornyeckoe uccnesoBaHue sHAOCKONUYECKOro maTepuana 531
15.0.012.120 |UwuTonornyeckoe uccnesoBaHne matepuana, NoNYHEHHOro NPU XMPYPrudecknx BMeLlaTenbeTaax 531
15.0.D24.121 |UwuTtonornyeckoe uccnenoBaHue ocagka Moyu 570
15.0.09.702 LiuTonormyeckoe MccaenoBaHMe NMyHKTATOB LWMTOBUAHOW Kenesbl 531
15.0.D23.122 |UuTonormyeckoe uccnefoBaHne HoBOOHPa3oBaHMIN KOXKMN 531
15.0.D13.121 |UuTonoruyeckoe uccnesoBaHne cockobos M OTNeYaTkos 531
15.1.D25 MepecmoTp roToBbIX LUTONOMMYECKMX MpenapaTos (BTopoe MHeHKe),1 IoKyC 765
15.0.D21.900 |*wuakroctHaa uutonorua BD ShurePath 2125
15.2.A16 KomnnekcHoe uccnegosaHue: Koskenpeccus pl6 u Kie7 (CINtec PLUS) 1 xuakocTHas umtonorus BD SurePath (MAM — Tect’ 10200
15.0.D20.900 |CKpPUMHWMHT paKa WeiKn MaTKu (3knaKocTHasa umtonorma BD ShurePath ) c BMY-tectom (ROCHE COBAS4800) 2700
15.2.D2 HupKocTHan uuTonorus. UccnegosaHue NyHKTaToB MOIOYHOM Xenesbl, TexHonorua BD SurePatk 2193
1MMcTonornyeckoe uccnegoBaHe matepuana, noayyeHHOro NPy XMPYpPruyeckmnx BMeLIaTeNbCTBax U APYrMX CPOUHbIX UCCAeA0BaHUAX (aHaNbHaA
TPELLMHA, TPbIXKEBbLIE MELLKM, KENYHbIM Ny3blpb, CTEHKA PAHEBOro KaHana, TKaHb CBULLEBOIO X043 U rPaHYAALMK, anneHANKC, NPUAATOUHbIE
16.0.A26.110 |na3syxu HOca, aHEBPU3Ma COCYAa, BAPUKO3HO PaCLIMPEHHbIe BEHbl, FeMOPPOMAAsbHbIE Y3/1bl, MUHAANMHDI, aAeHOWADI, SNYANABI, KUCTbI ANYHUKA) 1800
2 ncToNorMyeckoe UccaeAoBaHne 6GUONCUItHOTO MaTeprana (SHAOCKOMMYECKOro MaTepuana, COCKob0B NONOCTU MaTKM, COCKoBOB
LePBMKaIbHOTO KaHasa, TKaHel }KeHCKOW N00BOM CUCTEMbI, KOXKM, MATKUX TKAHEW, KPOBETBOPHOW U IMMbOUAHOM TKAHW, KOCTHO-XPALLEBOM
16.0.A27.110 |TKaHu) 1800
16.0.A3.110 Buoncus npeacTaTenbHoM )enesbl MyabTUdoKanbHas (rMCToNoryeckoe uccneaosaHe matepuana) 11400
16.0.A7.110 rMcTonornyeckoe nccneaoBaHme sHAOCKONMYECKOrO MaTepuana xenyakKa ¢ soiasneHmem Helicobacter pylor 2700
16.0.A18.110 |KoHcynbTaums rotosblx npenapatos (1 nokyc) 1450
16.1.A47 Second Opinion - KOHCyAbTaLMA roToBoro cay4yas (4o 10 ctékon; Unim) 11382
16.0.A8.110 rMcTonormyeckoe UccnefoBaHue sHAOMeTpUsA (B T.4. nainenb-6uoncums) 1800
16.0.A24.110 |lucTonormMyeckoe nccneaosBaHue NaaLeHTbl 11348
16.1.A4 rMcTonorMyeckoe UccnefoBaHMe SHAOCKONMYECKOro maTepurana )enyaka (OLGA, 3 KoHTelHepa: Teno, yron, aHTpanbHbIi OTAeN KenyaKa) 4089
rMcTonormyeckoe uccnegosaHne matepuana PAB (pasgenbHoe AMarHOCTMYECKoe BbiCKabMBaHMe: NONOCTb MaTKM, LLePBUKaNbHbIN KaHas, 2
16.1.A5 KOHTelHepa) 3585
fMcTonornyeckoe nccnegoBaHue sHAOCKONMUYECKOro maTepuana KMWevYHUKa npu BoCnaanTeNbHbIX 3aboneBaHnAxX (ﬂeCTHMHHaH 6VIOI'ICVIH,
16.1.A6 HECKO/IbKO KOHTEMHEepos) 4089
rMcTonorMyeckoe UccnefoBaHMe S3HLO0CKONMYECKOro MaTepmasa NpocToe (40 3-X KYCOYKOB) NULLEBOAA, KENYAKa, KMIWKM, BPOHXa, ropTaHu,
16.1.A42 Tpaxen (Unim) 3696
16.1.A40 rMcTonormyeckoe UccaefoBaHme SHA0CKONMYECKOro maTepurana (noavn 6onee 2 cm; Unim) 4830
TMcTonormyeckoe UccaefoBaHMe S3HAOCKONMYECKOro MaTepurana CloxHoe (6osiee 3 KyCOUYKOB) NULLEBOAA, KeNYAKa, KUWKKM, BpOoHXa, ropTaHu,
16.1.A41 Tpaxen (Unim) 4830
16.1.A45 rMcTonormyeckoe UccaefoBaHme nocne MyibTMGOKabHONM BUONCUMK U 3KeNyAKa C OLEeHKOM no Knaccudurkaumm OLGA/OLGIM+H.pylori (Unim) 10500
KomnneKcHoe ructonornyeckoe nccnefoBaHe matepuana nocne sSHA0CKONUK/ KonoHockonuu (4 n 6onee KoHTelHepa, 3a OAHO
16.1.A44 BMeLwaTenbeTso), Unim 13902
16.1.A43 rMcTonorMyeckoe nccnefoBaHme 3HA0CKONMYECKOTrO MaTepuana npocToe (40 3-x Kycoukos) + Beinsnerue Helicobacter pylori 3a cayyait (Unim) 5964
16.1.A50 rMcTonorMyeckoe UccnefoBaHMe onepaumMoHHoOro matepumana knacca UN-2 (KosKHble 1 NOAKOXHble HoBoo6pasosaHma), Unin 6191
16.1.A25 rMcTonormyeckoe nuccnesosaHue 6uoncuinHoro matepumana (1 KonteiHep) Unim 3696
FucTonornyeckoe nccneoBaHe cockoba LIEPBUKAILHOTO KaHana + rMCTON0TMYECcKoe UCCea0BaHMe cockoba SHAOMETPUA/ TUCTONOTUYECKOe
16.1.A49 nccnepoBaHve 6uoncum weinkm matku (Unim) 5738
KomnneKkcHoe rucTonornyeckoe u MMmyHoructoxummdeckoe (MrX) uccnegosaxHme npu nogo3peHnUn Ha XpoHUYecKuii sHgometput (CD138),
16.1.A51 Unim 8459
FucTonornyeckoe nccnenosaHme GUONCUITHOTO, MYHKLMOHHOTO MaTepuasna U cockoboB + [JarHocTMka METOA0M UMMYHOTUcTOXMMUK (UMX) npu
16.1.A52 paKe MoI04YHOI Kenesbl - 4 peakumm (ER, PR, Ki-67, HER2), Unim 20706
16.0.A20.110 |IucToNOrMYECKOe UCCAea0BaHME MYHKUMOHHOIO maTepuana WUTOBUAHOM Kenesbl 2250
16.0.A21.110 |IUcTONOrMYECKOE UCCAeA0BaHME MYHKLUMOHHOIO MaTepuana MoNOYHOWM Kenesbl 4800
16.0.A22.110 |lnucTonormMyeckoe nccneaoBaHne NyHKULMOHHOTO MaTepurana noyek 1875
16.0.A23.110 |lucTonorMyeckoe nccneaoBaHne NyHKULMOHHOTO MaTeprana nevyeHu 1875
16.0.A15.110 |KoHcynbTauma rotoBoro npenapata nepeg UM 2250
16.2.A2 WX onyxonu monoyHom xenesbl (PR/ER/Ki67/Her2 neu) 21000
16.2.A4 WUMX peuentopHOro cTaTyca sHAOMETpUA, cTaHgapTHoe (pasa cekpeumn (ER/PR/CD138/CD56), 14351
16.2.A3 WUMX peuentopHOro cTaTyca sHAOMETpUA, paclumpeHHoe (pasa cekpeumn (ER/PR/CD138/CD56/LIF), 22500
16.2.A5 WX gMarHocTMKa XpoHuYeckoro sHgomeTpuTa (pasa nponmdepaumm (CD20/CD138/CD56/HLA-DR)) 13050
16.2.A1 WX onyxonu npeacratensHoi kenesbl (Ck5/P63/AMACR) 14250
16.2.A24 KomnnekcHoe UTMX nccneposaxue 38708
16.2.A21 MmmyHornctoxmummyeckoe nccneposanme, ALK 18000
16.2.A20 UmmyHornctoxmummyeckoe nccnegosanme, HER2 neu 5222
16.2.A23 MmmyHornctoxmummyeckoe nccnegosaxue, PD-L1 16500
16.2.A22 MmmyHornctoxmummyeckoe nccnegosatume, ROS1 13200
16.2.A15 WX nporHocTuyeckuii mapkep (1 aHTmTeN0) 12351
16.2.A16 WX NporHocTMyeckuii mapkep (2 aHtutena) 22500
16.2.A17 WUMX nporHocTMyeckuii mapkep (3 aHtutena) 34500




16.0.A10.110 |UIX uccneposanue (1 aHTuTeNO) 4845

16.2.A6 WUTX uccneposaxme (2 aHTUTENA) 9750

16.2.A7 WX uccneposaxme (3 aHTUTENa) 13350

16.2.A8 WUTX uccneposaxme (4 aHTuTeNa) 18000

16.2.A9 WX uccneposaxue (5 aHtuten) 21000

16.2.A10 WX uccneposaxme (6 aHTMTEN) 26850

16.2.A11 WX uccneposarue (7 aHtuten) 30000

16.2.A12 WUTX uccneposaxme (8 aHTuTEN) 34500

16.2.A13 WUTX uccneposarme (9 aHTuTEN) 40500

16.2.A14 WX uccneposanme (10 aHTuTEN) 43500

16.1.A7 JlononHuTenbHoe n3rotoBneHne 1 mukponpenaparta 1072

16.1.A8 J[lononHUTEeNbHOE U3rOTOBNEHWE 2 MUKPONPEnapaTos 1912

16.1.A9 J[lononHnTeNbHOE U3roTOBNEHWE 3 MUKPONpenapaTos 2064

16.1.A1 JlononHuTeNbHOE U3roTOBNEHWE 5 MUKpONpenapaTos 3000

16.1.A2 [onosHUTeNbHOE U3roTOBAEHME MUKponpenapata (6-10) 6000

16.1.A3 [lonosiH1TeNbHOE U3roToBAEHMe MUKponpenapata (ot 10) 13500

16.1.A23 MepesanuneKka 610Ka C U3roTOBNEHNEM OAHOTO MMCTONIOrMYECKOro cTekna (Unim) 1698

16.1.A24 [lopeska ogHoro cTeknonpenaparta 13 6a0ka (Unim) 690

22.8.D1 Onpegenexne myTaumu B reHe BRAF (V600), onyxosesas TKaHb 16500

22.8.D2 OnpegeneHune myTaumii B reHe EGFR, onyxonesas TKaHE 19500

22.8.D3 OnpegeneHune myTtaumii B reHe KRAS, onyxosnesasn TKaHt 16500

22.8.D4 Onpegenexne myTaumii B reHe EGFR, KpoBb (uaKocTHas 6uoncums) 34500

22.6.A9 XMA onyxonesoi TkaHW, OHKOCKaH (onyxosieBas TKaHb; paspeweHue ot 300000 nap HyKNeoTMaos) 120000
"PaK nerkmx, 6asosas naHenb" (onyxosnesas TKaHb; MyTauum B reHax EGFR, KRAS, NRAS, BRAF; 3akntoueHue Bpada - 1abopaTopHOro reHeTuka no

22.9.A8 nccnepo0BaTeIbCkoMy OT4YeTy) 18000
MuakoctHas 61oncua NpM pake NErkoro, paclumpeHHas (BeHo3Has KPpoBb; MyTaumu B reHax ALK, BRAF, EGFR, ERBB2, KRAS, MET, PIK3CA, ROS1;

22.9.A6 3aK/04eHne Bpaya - 1abopaTopHOro reHeTUKa No UCCaef0BaTeNIbCKOMY OTHETY) 216000
MuakoctHasa 6uoncusa npum pake nerkoro, 6asosan (BeHo3HasA KPoBb; MyTauuu B reHax EGFR, KRAS, NRAS, BRAF; 3ak/itoHdeHuWe Bpaya -

22.9.A5 NabopaTopHOro reHeTUKa No UCCaef0BaTeNbCKOMY OTHETY) 82500

22.8.A9 Onpegenexne myTaumii 8 reHe NRAS (onyxonesas TKaHb; 3aK1to4eHMe Bpada - 1abopaToPHOro reHeTMKa No McCnea0BaTeIbCKOMY OT4YeTy) 11367

22.8.A10 Onpegenexune mytaumit BRAF, KRAS, NRAS (onyxosniesas TKaHb; 3aK/1o4eHne Bpaya - 1abopaTopHOro reHeTuKa no nccie0saTenbckomy oT4eTy) 18000
Onpegenexune TpaHcnoKaumin reHa ALK, FISH (onyxonesas TKaHb; 3aK/to4eHMe Bpaya - 1abopaTopHOro reHeTMKa no Uccief0BaTeIbCKoMy

22.8.A14 otyerty) 22499
Onpepgenexune TpaHcnoKaumm reHa ROS1, FISH (onyxonesas TKaHb; 3ak/to4eHne Bpaya - 1abopaTopHOro reHeTuKa no uccieosaTeNbekomy

22.8.A15 oTyery) 22499
OnpegeneHme MUKPOCATENIMTHOM HecTabuibHOCTM, MSI (onyxoneBas TKaHb; 3aKNto4eHue Bpada - 1abopaToOPHOro reHeTuKa no

22.8.D5 nccnepoBaTesIbCKoOMy OTYeTy) 13800
MuakoctHas 6MoONCKUA: paKk TONCTON KULWKKU U MelaHOMa (BeHO3Has KpoBb; MyTauuu B reHax BRAF, KRAS, NRAS; 3akntoyeHue Bpaya -

22.8.A2 NabopaTopHOro reHeTUKa No UCCaef0BaTeNbCKOMY OTHETY) 67500

22.8.A12 MuakoctHas 6uoncus, 57 reHos (BeHO3Has KPOBb; 3aKNt0UeHKe Bpaya - 1abopaToOPHOro reHeT1Ka No UcCie0BaTeIbCKoOMy OTYeTy) 100500
Onpegenexune myTaumii B reHax BRCA1, BRCA2, PALB2 (onyxosieBasi TKaHb; 3aKkNt0ueHne Bpaya - 1abopaTopHOro reHeTuKa no

22.8.A3 nccnepoBaTesIbCKoMy OTYeTy) 28500

22.8.A4 MaHenb "¥eHckne HacneacTBEHHbIE Onyxon'" (BeHO3HaA KPOBb; 3aK/oHeHMe Bpaya - 1abopaToPHOro reHeTMKa no UCCAeA0BaTE/IbCKOMY OTYETY 53250
MaHenb "HacneacTBEHHbIN Pak MOMIOYHOM enesbl" (BeHO3HaA KPOBb; 3aKtoYeHMe Bpada - 1abopaTOPHOro reHeTKa No Mccned0BaTesIbCkoMy

22.8.A5 oTyery) 53250
MaHenb "HacneacTBEHHbIN PaK TONCTON KMLWKK" (BEHO3HaA KPOBb; 3aKaloYeHMe Bpada - 1abopaToOPHOro reHeTHKa No UccNea0BaTeIbCKoMy

22.8.A6 oTyery) 53250
MaHenb "HacneacTsBeHHbIE ONyX0ieBble CUHAPOMDbI" (BEHO3HAA KPOBb; 3aK/1l04eHne Bpaya - 1abopaTopHOro reHeTUKa no 1ccies0BaTeNbckomy

22.8.A8 oTyery) 53250

22.8.A7 OHKoKapTa, 57 reHoB (onyxonesas TKaHb; 3aK/l04eHMe Bpaya - 1abopaTopHOro reHeTKa no UCCef0BaTeIbCKOMY OTHeTy 67500

22.8.A13 OHKoKapTa, 60 reHoB (onyxonesas TKaHb; 3aK/04eHMe Bpaya - 1abopaTopHOro reHeTKa no UCCef0BaTeIbCKOMY OTHeTy 115500

22.8.A11 Tect MammaPrint (onyxoneBas TKaHb; 3aK/04eHne Bpaya - 1abopaTopHOro reHeTUKa No UCCie0BaTeNbCKOMY OTYETY 366000

22.8.A16 Onpegenexune yposHs akcnpeccum reHa PCA3 (Mpocrta - Tecr] 7500
MpeHaTtanbHbIM CKPUHUHT | TpUMmecTpa 6epemeHHocTH (10-13 Hegenb; 3akatodeHmne Bpada K/, no uccnenosatenbckomy oT4eTy):

7.3.01.201 accoLMMpoBaHHbI ¢ 6epemeHHOCTbo npoTenH A (PAPP-A), ceoboaHan cybbeauHmnua 6eta-Xry 1144
MpeHaTtanbHbIM CKPUHUHT || TpMecTpa 6epemeHHoCTM (15-19 Heaenb; 3aknoueHue Bpada K/ no nccneposatenbckomy oTyeTy): anbda

7.3.D2.201 deTonpotenH (APM), 0bwuin 6eta-Xr4, sctpron ceob6oaHbIN 1008
MpeHaTtanbHbli CKPUHUHT | TpumecTpa 6epemeHHocTn ASTRAIA (8 Hegenb - 13 Heaenb 6 AH.)

26.3.D1 AccoummnpoBaHHbIi ¢ epemeHHOCTbIO NpoTenH A (PAPP-A), CBoboaHan cybbeanHunua 6eta-Xry 1650
MpeHaTtanbHblM CKPUHUHT | TpumecTpa 6epemeHHocT ASTRAIA (8 Hegenb - 13 Hegenb 6 4H.) C pacyeToM pUCKa 3aepKKM pocTa Naoaa, pucka

26.3.D3 npexaespeMeHHbIX poAoB U Npeskaamncum 4266
MpeHaTtanbHbli CKPUHUHT | TpumecTpa 6epemeHHocT ASTRAIA (8 Hegenb - 13 Hegenb 6 4H.) C pacyeToOM pUCKa 3aepKKM PocTa Nao4a, pucka

26.3.D4 npexaespemeHHbIX PogoB 1 nNpeakaamncum (c yuétom PLGF) 5274
BUOXMMUYECKMI CKPUHUHT | TpUMecTpa BepemeHHOCTH ans nporpammbl ASTRAIA (6e3 pacyeTta pMckoB natonoruu nnoga) (8 Hegens - 13 Hepenb
6 4H.):

26.3.D2 AccoummnpoBaHHbIi ¢ bepemeHHOCTbO NpoTenH A (PAPP-A), CBoboaHan cybbeanHuua 6eta-Xry 2904
HUNC T21 (FTeHomepa) (LenbHas KpoBb; CKPUHUHT 21 XPOMOCOMbI, CUHAPOMA [ayHa, NPy 04HONA0AHOW 6ePeMEeHHOCTY; 3aKNtoYeHMe Bpaya -

26.2.A6 N1abopaTopHOro reHeTUKa No UCCaef0BaTeNbCKOMY OTHETY) 27000
HUNC 5 - AHK TecT Ha 5 cuHapomos (TeHomes) (LenbHan KpoBb; CKPMHUHE Xxpomocom 13, 18, 21, moHocommn X, c-m KnaiHdenbTtepa;

26.2.A8 3aK/Nto4eHne Bpaya - 1abopaTopHOro reHeTUKa No UCCaef0BaTeIbCKOMY OTHETY) 34500
HUNC - 12 cuHapomos (FeHomes) (LenbHan KpoBb; CKPMHUHE xpomocom 13, 18, 21, X, Y y na1oaa, HOCUTENbCTBO reHOB HAaCAeACTBEHHbIX

26.2.A7 3a60/1€BaHNI Y MaTepy; 3aKto4eHMe Bpada - N1abopaToOPHOro reHeTMKa No MCCNed0BaTeIbCKOMY OT4YeTy) 31500
HUNC pacwmperHbiit (FTeHomea) (LenbHas KpoBb; CKPMHUHE Xpomocom 13, 18, 21, X, Y, MuKpoAeneumit - y nn1oaa, HacieacTBeHHbIX

26.2.A9 3a60/1€BaHNI - y MaTepu; 3aK/104eHne Bpaya - 1abopaTopHOro reHeTUKa no 1ccaef0BaTeNIbCKOMy OTHeETY) 51000
HWNT Panorama, 6a3osan naHesb (Natera) (LenbHas KPOBb; CKPUHMHT Xpomocom 13, 18, 21, X, Y u Tpunnonamu; 3aknodeHune spaya -

26.2.A1 NabopaTopHOro reHeTUKa No UCCaef0BaTeNIbCKOMY OTHETY) 51000
HUNT Panorama, paclwupeHHas naHens (Natera) (LesbHas KpoBb; CKPUHUHT Xxpomocom: 13, 18, 21, X, Y, Tpunaonamm v MUKpoAeNneumoHHble

26.2.A3 CMHAPOMbI; 3aKNt04eHNe Bpaya - 1abopaTopHOro reHeTUKa no 1ccaef0BaTeNbCKOMyY OTHeETY) 84000

26.3.A1 Onpegenexune nonia nioaa (ebiasneHme GpparmeHTos Y-XxpOMOCOMbI M104a NO KPOBU MaTepu) 9000

10.0.A1.201 |C3 KOMNOHEHT KOMNAEMEHTa 726




10.0.A2.201  |C4 KOMNOHEHT KOMNAEMEHTa 726
10.0.A3.201 |MmmyHornobynuH A (IgA) 483
10.0.A4.201  |MmmyHornobyauH M (IgM) 483
10.0.A5.201  |MmmyHornobyaun G (IgG) 483
10.0.A6.201  |MmmyHorno6ynuH E (IgE) 642
10.0.A7.201 |®dakTop Hekposa onyxonu (PHO-anbda) 1000
10.0.A8.201 |*KpuornobynuHoi 1925
10.0.A73.201 |UnpKynunpytowme UMMyHHbIE KOMNEKCbI 2225
10.1.A2.201 WHTepneikuH-1b 2700
10.0.A76 NHTepnenkunH-6 (IL-6) 1950
10.1.A3.201 WUHTepnenknH-8 2700
10.1.A4.201 WHTepneiknH-10 2700
WUmmyHorpamma 6asosas (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56, CD3/HLA-DR, neitkountapHo-T-/1® MHAEKC, MMMYHOPEryAATOPHbIN
MHAEKC.
10.0.D4.202  |BKAtoyYaeT aHaM3 KPOBU C NeiKoLMTapHO Gopmy o) 3300
MmmyHorpamma pacwuperHas (CD3, CD3/4, CD3/8, CD19, CD16/56, CD3/16/56, CD3/HLA-DR, CD3/25, CD3/95, CD3/4/95, CD3/8/95, CD3/8/38,
nenkountapHo-T-/1® UHAEKC, UMMYHOPETYNATOPHbIN MHAEKC.
10.0.D68.202 |BKAtoyaeT aHaM3 KPOBU C NeiKoLMTapHON Gopmy o) 3450
10.0.D7.202  |CokpalyeHHan naHesb CD4/CD8 (BKAO4AET KAMHUYECKMIA aHaNN3 KPOBM C ieiikouuTapHoit dopmynoii (SDIFF)) 1890
NUmmyHorpamma ckpuHuHr (CD3, CD19, CD16/56.
10.0.D9.202  |BKAtoYaeT aHaNM3 KPOBU C NeiKoLMTapHON GopmMy o) 1950
10.0.D73 B1-knetkn CD5/CD19 (BKAKOYAET aHA/IM3 KPOBM C NeMKoLMTapHON Gopmynoit) 2250
HawusHble CD4 anmdouunTbl/KneTkn namatn (CD4/45R0, CD4/45RA, cooTHOWeHME "HanBHbIX" KNETOK M KNETOK NamaATh. BKaloYaeT aHanmns Kposw
10.0.D72 C neiKouuTapHoi popmyoit) 5250
10.2.D1 KBaHTUdepoHOBbI TecT 9000
10.2.D3 TB-®epoH TecT (IGRA- TecT, guarHoctmka Ty6epkynesa) 6432
10.0.D2.204  |**®arotect 2700
10.0.D8.204 |**BaKTepuuMAHAA aKTUBHOCTb Kposu (BURST) 4500
*UMMyHODEHOTUNMPOBAHUE KNETOK KOCTHOrO Mo3ra M nepudepnyeckoin Kposu npu ninmdoonponndepaTmeHbix 3a601eBaHNAX METOAOM
NPOTOYHOM LMTOMETPUM (AMMbonponndepaTnBHbie 3a601eBaHMA, OCTPbINA N1IEIMKO3, MHOXECTBeHHas Mruenoma). MccnegosaHue NpoBoaUTCA As
1.0.A6.202 nepBuYHON AMarHOCTUKM 3aboneBaHuA 21000
*UMMyHODEHOTUNMPOBAHUE KNETOK KOCTHOrO MO3ra 1 nepudepnyeckoi KpoBM AR 4MarHOCTUKM OCTaTOMHOW MUHMMAabHOM 6onesHu (MOB)
MEeTO40M NPOTOYHOIN UnuTomeTpun (numdonponndepaTtmseHble 3a601eBaHNA, OCTPLIN SIEAKO3, MHOXeCTBEHHaA Muesioma). MccnenosaHune
1.0.A13.202 NpoBOAMUTCA NOCNE NeYeHns 21000
9.0.A33.201 |AHTUHYKNeapHbIi GaKTOP Ha KNeTOYHOMN MHUKM HEp-2 (AHD) 1800
9.0.A34.201 |AHTUTeNa K 3KCTparupyemomy HykneapHomy Al (SHA/ENA-cKpuH) 2100
9.0.A3.201 AHTUTENA K A8epHbIM aHTUreHam (ANA) 1500
9.0.A1.201 AHTUTeNa K asycnupanbHon AHK (HaTneHoM, a-dsDNA) 1200
9.0.A2.201 AHTUTeNa K ogHocnmpanbHon JHK (a-ssDNA) 1065
AHTUHYKNEapHble aHTUTeNa, UMMYHOB0T
(k NRNP/Sm, Sm, SS-A (SS-A HaTuBHbIi), SS-B, Scl-70, PM-Scl,
9.0.D4.201 CENP B, Jo-1, ANA-PCNA, AMA-M2, ANA-Ro-52, dsDNA, Hykn1eocomam, ructoHam, pubocomasnbHomy 6enky P) 3300
9.0.D9.201 AHTUTENA NPU NOMMMUO3UTE, UMMYHOB0T (Mi-2, Ku, Pm-Scl100, Pm-Scl75, SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ) 3300
PasBepHyTOe ceposiornyeckoe obcienosaHune npu nonanmmosute (AH® Ha Hep-2 kneTkax, ENA-CKpUH, UMMYHOBNOT ayToaHTUTEN Npu
9.0.D010.201  |noaummno3uTE) 5765
AHTUTENA NPU CUCTEMHOM CKnepogepmum (nmmyHo610T): Scl-70, CENP A, CENP B, RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-Scl100, Pm-Scl75,
9.1.D5 Ku, PDGFR, Ro-52 (SSA-A 52 k[1a) 4800
8.0.A84.201 AHTUTENA K MUENNHY 1780
9.0.A80.201 |AHTUTENa K CKeNeTHbIM Mbliwuam (ACM) 1598
9.0.A81.201 AHTUTENa K aKBanopuHy -4 2025
9.0.A82.201 |AHTUTENa K aLETUNXONUHOBLIM pelenTopam (AXP) 3600
9.0.A84.201 AHTUTeNa K rnytamatHomy peuentopy NMDA-Tuna 3300
9.0.D011.201 |AHTUTENa NpM NapaHeonnacTUYECKUX CMHAPOMAaX, MMMYHO0610T (K Yo-1, Hu, Ri, CV2, Ma2, amdpudunsuHy) 5250
[MarHoCTKa BOCNanuTeIbHbIX NOIMPAAMKYIOHEBPUTOB (aHTUTENa K raHrano3ngam) acmano-GM1, GM1, GM2, GD1a, GD1b, GQla, GQlb, GTla
9.11.A1 Knaccos 1gGlgM 5400
9.0.01.201 AHTuTena K docdhonunugam (Kapamonunuuy, dochatnauncepuny, docdaTnanamHosutony, GochatmMannoBoit KUCAOTE), CyMMapHble 1250
9.0.A6.201 AHTUTeNa Knacca IgM Kk pochonmnuaam (kapanonunury, pochatnamncepuny, docdatnamnnHosutony, docdatmanaosom Kuciore) 1475
9.0.A7.201 AHTUTeNa Knacca IgG kK docponnnuaam (Kapamonununy, docdatnanncepuHy, pochatnamnnmHosntony, docdatmamnosoit kucnore) 1475
9.0.A46.201 |AHTUTENA K KAPAMOAUMNMHY (CymmapHble) 1475
9.2.A3 AHTUTENa K KapAnMonunuHy, IgA 2241
9.0.A76.201 AHTUTENa K KapAMonunuuy, IgM 1625
9.0.A75.201 AHTUTENa K Kapamonunuuy, I1gG 1625
9.0.A18.201 AHTUTENa K 6eTa2-ramkonpoTenHy 1250
9.0.A78.201 AHTUTeNa K 6eTa-2-ravkonpoTenty, IgM 1250
9.0.A77.201 AHTUTeNa K 6eTa-2-ravkonpoTenHy, 1gG 1250
9.0.A54.201 |AHTuTena K pochaTManncepuHy-npoTPOoMBUHY, cymmapHsile (IgM, G) 1875
9.0.A53.201 AHTUTeNa K aHHeKcuHy V Knacca IgM 1870
9.0.A52.201 AHTUTENa K aHHeKcuHy V Knacca I1gG 1870
9.0.A42.201 AHTUTENa K TpombouunTam, Knacca IgG 1800
9.0.A11.201 AHTUTENA K LUKAUYECKOMY LMTPyAanHosomy nentuay (ACCP, anti-CCP) 1125
9.0.A26.201 AHTUTENA K LUTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 1500
9.0.A19.201 |AHTUKepaTUHOBbIE aHTUTeNa (AKA) 1100
9.0.A20.201 |AHTuUTena K 6a3anbHO MembpaHe Kaybouka (BMK) 1700
AHTUHENTPOdUNbHbIE LMTONNa3MaTUYecKue aHTuTena, IgG (ANCA), Combi 6 (kK npoTenHase 3, naktodbeppuHy, MmenonepokcmMaase, snacrase,
9.0.D3.201 KaTencuHy G, 6aktrepuumaHomy 6esKy, nosblwatowemy npoHuLaemocts (BPI)) 1700
9.0.A22.201 |AHTUTeNa K KneTkam cocyauctoro sHgotenms (HUVEC) 1900
9.0.A21.201 AHTUTena K C1q dpakTopy KOMNAEMEHTa 1480
9.0.A4.201 AHTUTENA K MUTOXOHAPUAM 1200
9.0.A23.201 |AHTUTeNa K rnagKkmMm mblwuam (ATMA) 1500
9.0.A5.201 AHTUTENA K MUKPOCOMa/IbHOM dpaKLMmu neyeHn u noyek (anti-LKM) 1500




AHTUTENA K aHTUreHam nevyeHn, MMMyHOB610T (K NupyBsaTaernaporeHasHomy Komnaekcy(AMA-M2), MUKpocomam nedeHm u nodek (LKM-1),

9.0.D2.201 LUMTO30/1bHOMY aHTUreHy Tuna 1 (LC-1), pactBoprmomy aHTureHy neyexu (SLA/LP)) 2850
AHTUTENA K aHTUreHam nevyeHn, MMMYHO610T paclumpeHHbli (aHTuTena K SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100, PML, gp210, SSA/Ro:
9.5.D1 52), 1gG 4442
9.0.A56.201 |AHTUTeNa K NapueTanbHbIM KneTKam xenyaka (AMHKK) 1580
9.0.A57.201 |Onpepgenexue aHtuTen K d.Kactna - BHyTpeHHemy dakTopy (ABD! 1360
9.0.A62.201 OnpepeneHne copepaHua noagknacca IgG4 1540
8.0.A81.201 AHTUTENA K BOKaNoBUAHBIM KNETKam KulwedHuKa (BKK) 1650
9.0.A30.201 |AHTuUTena K aposk:kam Saccharomyces cerevisiae (ASCA), I1gA 1250
9.0.A31.201 |AHTuTena K gposkkam Saccharomyces cerevisiae (ASCA), 18G 1250
9.0.A14.201 AHTUTENa K ravaauHy, IgA 1000
9.0.A15.201 AHTUTeNa K ravaauHy, IgG 1000
8.0.A82.201 AHTUTENA K A€3aMMHMPOBAHHbIM NenTuaam ansda-ramaguna IgA (AAT) 1195
9.0.A83.201 AHTUTENA K A€3aMMHMPOBAHHbIM NenTuaam anbda-ramaamna IgG (AAT) 1250
9.0.A16.201 AHTUTENA K TKAHEBOW TpaHCrIyTamuHase, IgA 1250
9.0.A17.201 AHTUTENa K TKAHEBOI TpaHCrAyTamuHase, 1gG 1250
9.0.A24.201 |AHTuUTena K sHAOMM3MIO, IgA (ADA) 2200
9.0.A25.201 |AHTUpETMKYyMHOBbIe aHTUTeNa IgA, 1gG (APA) 1375
9.0.A51.201 [MarHoCTMKa capkomaosa (aKTMBHOCTb aHMMOTeH3UH-NpeBpaLyaowero gepmerTa - AN®! 1800
9.0.A29.201 |AHTuTena K Muokapay (Mio) 1540
9.0.A27.201 AHTUTENA K eCMOCOMAM KOXKK 1900
9.0.A28.201 |AHTuTena K 6a3anbHO MembpaHe Koxu (AMB) 1700
9.0.A9.201 AHTUTENA K OCTPOBKOBbIM KaeTkam (ICA) 2250
9.0.A49.201 |AHTuTena K rnytamataekapbokcunase (GAD) 2895
9.0.A10.201 |AHTUTeNa K MHCYAUHY (IAA) 900
9.0.A32.201 AHTUTENA K CTEPOUA-NPOAYLMPYIOWMM KeTKam HagnodeuyHunka (ACMK) 1725
9.0.A50.201 AHTUTENA K CTEPOUA-NPOAYLMPYIOWMM KNeTKam AndHmMKa (ACKM-Ovary) 1375
9.0.A8.201 AHTUCNEpManbHble aHTUTeNa 1375
9.0.D5.201 3/IN-B-Tect-6 (aHTUTeNa K ds-[AHK, 6eTa2-ramkonpoTenHy 1, Fc-Ig, Konnareny, nHtepdepoHy anbda, MHTEphepoHy ramma 2325
9.0.06.201 3/IN-ADC-XTY-TecT-6 (aHTUTENa K XY, 6eTa2-ramkonpoTenHy 1, Fc-lg, ds-[HK, KonnareHy, cymmapHble K pochonmnuaam) 2325
9.0.08.201 31N-N-Komnnekc-12 3150
9.0.D7.201 3/IN-Bucuepo-TecT-24 (aHTUTENA K 24 aHTUreHaM OCHOBHbIX OPraHOB U CUCTEM YeNOoBeKa, 6750
9.0.A58.201 |CKPMHMHTI NapanpoTEMHOB B CbIBOPOTKE (MMMYyHObMKCauma) 1900
9.0.A59.401 |CkpuHUHT 6enka beHc-[xoHca B pa3oBoit moue (MMMyHOdUKcaums) 1300
9.0.A61.201 |TunupoBaHMe NapanpoTenHa B CbIBOPOTKE KPOBM (C MOMOLLbI0 MMMYHODUKCALLMK C NaHeNbio aHTUCbIBOPOTOK IgG, IgA, IgM, kappa, lambda) 3000
9.0.A60.401 UmmyHodmKcauma 6enka beHc-[KoHCa C NaHeblo aHTUCbIBOPOTOK 2850
9.10.A62 CBo60AHble NIerkune uenu MMMyHOrnobyamnHoB Kanna/nambaa B CbiIBOPOTKE KPOBU, C PAaCHETOM UHAEKCE 3156
17.40.A102 Abpukoc IgE, F237 825
17.40.A103 Asokago IgE, F96 825
17.40.A104 AnaHac Igk, F210 825
17.40.A105 AnenbcuH IgE, F33 825
17.40.A106 baHaH IgE, F92 825
17.40.A107 BuHorpag, IgE, F259 825
17.40.A108 BuwHa IgE, F242 825
17.40.A109 Mperindpyr IgE, F209 825
17.40.A110 Ipywa IgE, F94 825
17.40.A111 [biHA IgE, F87 825
17.40.A112 Wnxup IgE, F402 825
17.40.A113 Kuew IgE, F84 825
17.40.A114 KnybHuka IgE, F44 825
17.40.A115 Kokoc IgE, F36 825
17.40.A116 JlnmoH IgE, F208 825
17.40.A118 Mawro IgE, F91 825
17.40.A121 MNepcuk IgE, F95 825
17.40.A122 Cnwusa IgE, F255 825
17.40.A124 Xypma IgE, F301 825
17.40.A125 fAAbnoko IgE, F49 825
17.40.A126 Aroabl (4epHuKa, ronybuka, bpycHuka) IgE, F288 825
17.40.A127 MaHpaapwuH IgE 2495
17.41.A68 baknaxaH IgE, F262 825
17.41.A69 Kanycta 6pokkonu IgE, F260 825
17.41.A70 Kanycra 6ptoccennbckasn IgE, F217 825
17.41.A71 Kanycra koyaHHas IgE, F216 825
17.41.A72 Kanycrta ugeTtHas IgE, F291 825
17.41.A73 Kaptodens IgE, F35 825
17.41.A84 Jlyk IgE, F48 825
17.41.A74 Mopkosb IgE, F31 825
17.41.A77 Orypeu, IgE, F244 825
17.41.A96 MNepeu, 3eneHbivi IgE, F263 825
17.41.A95 Mepel, KpacHbli (nanpuka) IgE, F218 825
17.41.A79 MNeTpywka IgE, F86 825
17.41.A81 Cenbpepeii IgE, F85 825
17.41.A78 Cnapxa IgE, F261 825
17.41.A76 Tomar IgE, F25 825
17.41.A75 Toiksa IgE, F225 825
17.41.A82 WnuHar IgE, F214 825
17.42.A46 Bobbl coesble IgE, F14 825
17.42.A47 Fopowek 3eneHblii IgE, F12 825
17.42.A48 HyT (Typeuknit ropox) IgE, F309 825
17.42.A49 ®daconb 6enan IgE, F15 825
17.42.A50 ®aconb 3eneHan IgE, F315 825
17.42.A51 ®daconb KpacHas IgE, F287 825
17.42.A44 Yeuesuua IgE, F235 825




17.43.A56 Apaxuc IgE, F13 825
17.43.A58 Ipeukuit opex IgE, F256 825
17.43.A60 Kewsto IgE, F202 825
17.43.A59 MwuHgans IgE, F20 825
17.43.A62 ducrawkm IgE, F203 825
17.43.A63 DdyHAYK IgE, F17 825
17.44.A31 bapaHuHa IgE, F88 825
17.44.A30 losaawuHa Igk, F27 825
17.44.A32 WHpeiika IgE, F284 825
17.44.A33 KypuHoe msco IgE, F83 825
17.44.A29 CsuHuHa IgE, F26 825
17.45.A9 Anbda-naktoansbymuH IgE, F76 825
17.45.A10 beTa-naktornobynut Igg, F77 825
17.45.A11 KasewnH IgE, F78 825
17.45.A7 Monoko kunadeHoe IgE, F231 825
17.45.A6 Monoko Koposbe IgE, F2 825
17.45.A14 Kosbe monoko IgE 1853
17.45.A8 CbiBOpPOTKa monoyHasn IgE, F236 825
17.45.A13 Cblp Tvna "Moyna" IgE, F82 825
17.45.A12 Cblp Tvna "Yeppnep" IgE, F81 825
17.46.A25 Ipebewok IgE, F338 825
17.46.A14 Kambana IgE, F254 825
17.46.A21 Kpab IgE, F23 825
17.46.A22 KpeseTku IgE, F24 825
17.46.A23 JNlo6crep (omap) IgE, F80 825
17.46.A15 Jlococs IgE, F41 825
17.46.A24 Mwgua IgE, F37 825
17.46.A16 CapauHa IgE, F61 825
17.46.A17 Ckymbpwus IgE, F50 825
17.46.A18 Tpecka IgE, F3 825
17.46.A19 TyHeuy, IgE, F40 825
17.46.A27 Yerpuubl IgE, F290 825
17.46.A20 Dopens IgE, F204 825
17.47.A86 BaHunb IgE, F234 825
17.47.A87 lopunua IgE, F89 825
17.47.A34 [pubbl (WamnuHboHbI) IgE, F212 825
17.47.A64 [ poxKu nekapckue IgE, F45 825
17.47.A65 [ poxKu nusHble IgE, F403 825
17.47.A89 NUmbups IgE, F270 825
17.47.A54 Kakao IgE, F93 825
17.47.A90 Kappw (npunpasa) IgE, F281 825
17.47.A53 Kode IgE, F221 825
17.47.A45 KyHxyT IgE, F10 825
17.47.A91 JlaBposblit aucT IgE, F278 825
17.47.A127 Macno nogconHeyHoe IgE, K84 825
17.47.A94 MarTa IgE, F405 825
17.47.A97 MNepew, yepHbIit IgE, F280 825
17.47.A66 Conop, IgE, F90 825
17.47.A83 YecHok IgE, F47 825
17.47.A55 Woxkonag, IgE, F105 825
17.47.A123 DuHUKK IgE, F289 825
17.48.A1 Anuo KypuHoe IgE, F245 825
17.48.A3 Benok anyxblii IgE, F1 825
17.48.A2 entok anuHbii IgE, F75 825
17.48.A4 OBanbbymuH IgE, F232 825
17.48.A5 Osomykong IgE, F233 825
17.49.A35 KneikosuHa (rnotenn) IgE, F79 825
17.49.A36 Myka rpeyHesas IgE, F11 825
17.49.A37 Myka Kykypy3Has IgE, F8 825
17.49.A38 Myka oBcaHasn IgE, F7 825
17.49.A39 Myka nweHunyHas IgE, F4 825
17.49.A40 Myka pxaHas IgE, F5 825
17.49.A41 Myka aumeHHas IgE, F6 825
17.49.A42 Mpoco IgE, F55 825
17.49.A43 Puc IgE, F9 825
17.2.A1 Fony6b (nomer) IgE, E7 825
17.2.A2 l'yco (nepo) IgE, E70 825
17.2.A4 KaHapeiika (nepo) IgE, E201 825
17.2.A5 Kosa (anutenwit) IgE, E80 825
17.2.A6 Koposa (nepxoTb) IgE, E4 825
17.2.A7 Kowka (anutennit) IgE, E1 825
17.2.A8 Kponuk (anutenuit) IgE, E82 825
17.2.A9 Kpbica IgE, E87 825
17.2.A10 Kpbica (moua) IgE, E74 825
17.2.A12 Kpbica (anutenuit) IgE, E73 825
17.2.A13 Kypuua (nepo) IgE, E85 825
17.2.A14 Kypuua (npoTeuHsl cbiBopoTkm) IgE, E219 825
17.2.A15 JNlowagp (nepxotb) IgE, E3 825
17.2.A16 MopcKasn cBuHKa (anutenuit) IgE, E6 825
17.2.A17 Mbiws IgE, E88 825
17.2.A21 Osua (anutennit) IgE, E81 825
17.2.A22 Monyrai (nepo) IgE, E91 825
17.2.A23 Monyrait BosHKCTbIN (nepo) IgE, E78 825
17.2.A24 CBUHbA (3nuTennit) IgE, E83 825




17.2.A25 Cobaka (nepxotb) IgE, E5 825
17.2.A26 Cobaka (anutennit) Ig, E2 825
17.2.A27 YTKa (nepo) IgE, E86 825
17.2.A28 Xomsk (anutennit) IgE, E84 825
17.3.A1 Akxauua (Acacia species) IgE, T19 825
17.3.A4 Bepesa (Betula alba) IgE, T3 825
17.3.A5 Byk (Fagus grandifolia) IgE, T5 825
17.3.A6 Bsas (Ulmus spp) IgE, T8 825
17.3.A7 ['pab obbikHOBeHHbIM (Carpinus betulus) IgE, T209 825
17.3.A8 [y6 6enviii (Quercus alba) IgE, T7 825
17.3.A9 [ly6 cmewanHbiit (Q. rubra, alba, valentina) IgE, T77 825
17.3.A11 Wea (Salix nigra) IgE, T12 825
17.3.A13 KneH aceHenmncTHblit (Acer negundo) IgE, T1 825
17.3.A14 JlewmHa obblkHoBeHHas (Corylus avellana) IgE, T4 825
17.3.A17 Onbxa (Alnus incana) IgE, T2 825
17.3.A18 Ipeugwnin opex (Juglans regia) IgE, T10 825
17.3.A23 MnataH (Platanus acerifolia) IgE, T11 825
17.3.A25 CocHa 6enas (Pinus silvestris) IgE, T16 825
17.3.A26 Tononb (Populas spp) IgE, T14 825
17.3.A29 3skasmnT (Eucaliptus globulus) IgE, T18 825
17.3.A30 fceHb (Fraxinus excelsior) IgE, T15 825
17.3.A31 Jlnna IgE 5140
17.4.A25 Amb6po3usa obbikHOBeHHan (Ambrosia elatior) IgE, W1 825
17.4.A27 Amb6po3ua cmewaHHan (Heterocera spp.) IgE, W203 825
17.4.A2 ByxapHuK wepctuctbiii (Holcus lanatus) IgE, G13 825
17.4.A1 Exxa cbopHasn (Dactylis glomerata) IgE, G3 825
17.4.A6 Konocok aywuctbiit (Anthoxantum odoratum) Igg, G1 825
17.4.A7 Koctpey, 6e3ocTbiit (Bromus inermis) IgE, G11 825
17.4.A26 Kpanusa gsysomuas (Urtica dioica) IgE, W20 825
17.4.A28 JNlebepa cepetowasn (Atriplex canescens) IgE, W75 825
17.4.A37 JNle6epa ueuesnueobpasHas (A. lentiformis) IgE, W15 825
17.4.A9 Jlucoxsoct nyroso (Alopecurus pratensis) IgE, G16 825
17.4.A29 Mapb 6enas (Chenopodium album) IgE, W10 825
17.4.A10 MaTauk nyrosoit (Poa pratensis) IgE, G8 825
17.4.A11 OBec KyNbTUBMPOBaHHbIN (Avena sativa) IgE, G14 825
17.4.A12 Oscanuua nyrosas (Festuca elatior) IgE, G4 825
17.4.A31 OaysaHumk (Taraxacum officinale) IgE, W8 825
17.4.A32 MopopoxHukK (Plantago lanceolata) IgE, W9 825
17.4.A13 Monesunua (Agrostis alba) IgE, G9 825
17.4.A33 MonbiHb ropbKas (Artemisia absinthum) IgE, W5 825
17.4.A34 MonbiHb 06bIkHOBEHHaA (Artemisia vulgaris) IgE, W6 825
17.4.A35 MocteHHMua nekapcTeeHHan (P. officinalis) IgE, W19 825
17.4.A14 NweHwnya (Triticum sativum) IgE, G15 825
17.4.A15 PoXb KynbTUBMpOBaHHas (Secale cereale) IgE, G12 825
17.4.A16 Posb MHoronetHas (Lolium perenne) IgE, G5 825
17.4.A36 Pomauwka (HueaHuk) (Ch. leucanthenum) IgE, W7 825
17.4.A8 Pbinbua KyKypysHble (Zea mays) IgE, G202 825
17.4.A18 Tumodeeska (Phleum pratense) IgE, G6 825
17.4.A30 Dukyc IgE, K81 825
17.4.A20 MopconHeyHuk IgE 2031
17.7.A1 [omawHas nbinb tmn (Greer) IgE, h1 825
17.7.A7 [JomaluHas nbinb (Holister) IgE, h2 1565
17.7.A6 MbINb NWeHUYHO M MyKK IgE, K301 825
17.8.A1 Knew-gepmatodar myyHoi (D. farinae) IgE, D2 825
17.8.A2 Knew-gepmatodar nepuHHbii (D.pteronyssinus) IgE, D1 825
17.9.A1 Ipubbl poga kaHamaa (Candida albicans) IgE, M5 825
17.9.A2 MnecHesbii rpub (Chaetomium globosum) IgE, M208 825
17.9.A3 MnecHesbii rpub (Aspergillus fumigatus) IgE, M3 825
17.9.A4 MnecHesbii rpub (Alternaria tenuis) IgE, M6 825
17.9.A5 MnecHesbiit rpub (Cladosporium herbarum) IgE, m2 1645
17.9.A6 MnecHesbiit rpub (Penicillum notatum) IgE, m1 2225
17.10.A1 JHTepoToKcuH A (Staphylococcus aureus) IgE, 072 825
17.10.A2 JHTepoToKcuH B (Staphylococcus aureus) IgE, 073 825
17.11.A1 AHTUTeNa K ackapugam (Ascaris lumbricoides) IgE, P1 825
17.11.A2 JlnumHkm Anisakis (Anisakis Larvae) IgE, P4 825
17.12.A1 Komap (cem. Culicidae) IgE, 171 825
17.12.A2 Monb (cem. Tineidae) IgE, 18 825
17.12.A3 MoluKu KpacHoi numnHka(Chironomus plumosus) IgE,173 825
17.12.A4 Mypaseit pbixuit (Solenopsis invicta) IgE, 170 825
17.12.A5 CneneHb (cem. Tabanidae) IgE, 1204 825
17.12.A6 TapakaH pbixuit (Blatella germanica) IgE, 16 825
17.12.A7 LWepweHb (oca natHucran) (D. maculata) IgE, 12 825
17.12.A10 A4 ocuHbIn (pog, Vespula) IgE, 13 825
17.12.A11 A4 ocuHbIn (pog, Polistes) IgE, 14 825
17.12.A12 A4 nuenbl (Apis mellifera) IgE, 11 825
17.13.A8 AsutpomuumH Ige, C194 1595
17.13.A4 AmoKcnumnnnux Ige, C204 785
17.13.A3 Amnuumnnuu Igg, C203 785
17.13.A9 JokenumknumH IgE, C62 1595
17.13.A7 WHcynuH yenoseyeckui IgE, C73 785
17.13.A10 Hucratuh IgE, C122 1595
17.13.A1 NennumnnuH G IgE, C1 785
17.13.A2 MNeHnumnnnH V IgE, C2 785
17.13.A13 Ddopmanbgerng IgE, K80 785




17.13.A11 Uedypokcum IgE, C308 1595
17.13.A12 UunpodnokcaumH IgE, C108 1595
17.14.A4 JNatekc IgE, K82 785
17.14.A1 Xnonok IgE, O1 785
17.14.A2 Wepcrs IgE, K20 785
17.14.A3 Wenk IgE, K74 785
17.75.A1 bepesa, anneprokomnoHeHT Bet v1, IgE 1780
17.75.A2 bBepesa, anneprokomnoHeHT Bet v4, IgE 1968
17.75.A10 MonbiHb, anneprokomnoHeHT Art v1, IgE 2228
17.75.A11 TumodeeBKa nyrosas, anneprokomnoHeHT Phl pl, Phl p5, IgE 2220
17.75.A12 TumodeeBKa nyrosas, anneprokomnoHeHT Phl p7, Phl p12, IgE 2656
17.75.A20 Kowka, anneprokomnoxeHT Fer d1, IgE 2292
17.35.A17 Anneprouumn, ALEX2, 300 KomnoHeHTOB (BK/touaeT onpegeneHne obuwero IgE) 50600

Anneprokomnaekc cmewaxHbiit Nel, IgE, UPA: knew, Derm.pteronyssinus, knew, Derm.farinae, onbxa, 6epesa, newmHa, CMecb TpPas, POXKb,

NoAblHb, MOAOPOXKHMK, KOLLIKa, Iowaap, cobaka, Alternaria alternata, anyHbiii 6€10K, KOPOBLE MOJIOKO, aPAXMC, NECHOW OpPeX, MOPKOBb,
17.35.D11 NweHn4YHan MyKa, coesble 606bl 7203

Anneprokomnnekc pecnupatopHblii Ne2, Ig, UDA: knew, Derm.pteronyssinus, kKnew, Derm.farinae, onbxa, 6epesa, newmHa, ayb, cmeco Tpas,

POXb, NONbIHb, NOAOPOXKHMK, KOLWKA, NoWwaab, cobaka, MOPCKaa CBMHKA, XOMAK, Kpoauk, Penicillium notatum, Cladospor.herbarum, Aspergillus
17.35.D12 fumigatus, Alternaria alternata 7197

Anneprokomnnekc nuweson Ne3, IgE, UDA: dyHAYK, apaxuc, rPELKUIt Opex, MMHAANbHbIN Opex, KOPOBbE MOJIOKO, ANYHbIIN BENOK, ANYHBIN

JKENTOK, Ka3euH, KapTodenb, cenbaepei, MOPKOBb, TOMaTbl, TPECKa, Kpab, anenbcuH, A6A0KO, NWeHUYHAA MYKa, PKaHaa MyKa, KYHXYT, COeBble
17.35.D13 606bI 7197

Anneprokomnnekc neauatpuyeckuii Ne4, Ig, UDA: knew, Derm.pteronyssinus, knew, Derm.farinae, 6epesa, cmecb Tpas, KOWKa, cobaka,

Alternaria alternata, KOpoBbe MONIOKO, a-N1aKTaNbbyMUH, b-NakTOrN06YNUH, Ka3enH, ANYHbIA 6eNOK, ANYHDBIN XKENTOK, Bbl4MiA CbIBOPOTOUHbIN
17.35.D14 anbbymuH, coesble 606bl, MOPKOBbL, KapTodenb, MWEHNYHAA MyKa, GYHAYK, apaxuc 7205
17.35.D9 MectHble aHecTeTkM N2 1 AptukanH/CraHgoHecT, IgE 1616
17.35.D10 MecTHble aHecTeTvkun Ne 2 HosokauH//lngokauH, IgE 1616
17.19.H1 Komnnekc annepreHos aepesbes (MBa, TONO/b, 0AbXa, bepesa, newmHa) 2565
17.20.H1 Komnnekc annepreHos Tpas (aMbpo3usa 06blIKHOBEHHasA, Mapb 6e1as, No/ibiHb 0BbIKHOBEHHAsA, O4YBaHYMK, NOAOPOXKHUK) 2565

Anneprokomnnekc nuwesoi PROTIA (Kopes), IgE, 60 annepreHos: obwuii IgE, gomawwHas nbinb, D. pteronyssinus, D. farinae, anuTenuin Kowku,

nepxoTb cobaKku, AYHbIN 6ENOK, MONIOKO, TapaKaH, apaxuc, coesble 606bl, NWeHNUa, onbxa, bepesa, ay6, ambpo3una BbICOKan, XMesb, NOAbIHb,

Alternaria alternata, Cladosporlum herbarum, Aspergillus fumigatus, kpabbl, KpeseTku, ckymbpusa, poxb, CCD, Nnepcuk, ABNOKO, KYHXKYT, TPecKa,

cmechb (TyHew, N10cocb), cmech (kambana, aH4oyc (xamca), caiaa), cmech (n06cTep, Kanbmap), yropb, CMech (MUAMK, YCTPMLLbI, MOPCKOMA

MOJINIOCK, rpebeLok), KYKo/IKa WeaKonpaaa, CBUMHWHA, roBaaunHa, KypuHoe maco, bapaHuHa, coip Yeanep, MyKa AUMeHHas, puc, MyKa

rpeyHeBas, NeKapckme 4POXKKM, KYKypy3a, MOPKOBb, KapTodenb, CMeCb (HeCHOK, /IyK), Ceibaepen, orypew, TOMaTbl, anesbCuH, KnybHWKa, cmecb
17.35.A18 (kmBu, MaHro, 6aHan), KawTaH, rpeuKunii opex, pyHayK, cMecb (MUHAANb, KEAPOBbIA Opex, NOACONHEYHUK), Kakao 5982

Anneprokomnaekc npu atonum y getei n eapocnbix PROTIA (Kopes), IgE, 44 annepreHa: o6wwmit IgE, AMUHbIN 610K, ANYHDINA KeNTOK, MOIOKO,

anbda-naktoanbbymuH, 6eTa-nakTornobynuH, KaseunH, apaxmc, 3eeHblii ropoLuek, coesble 606bl, Opex rpeuKnin, CBUHUHA, rOBAAMHA, KypUHOEe

MACO, TPECKa, CKYMbpKSA, Kpabbl, KPEBETKM, MOPCKOM MOJITIOCK, KYKO/IKA LIENKONPAA], NWEHNLA, MEKAPCKUE APOXKU, PUC, KapTodesb, Nepcuk,

A6N0KO, AOMaLHAA Nbinb, D. pteronyssinus, D. farinae, TapakaH, anuTenunii KowkK, nepxoTb cobaku, Candida albicans, Ttricophyton rubrum,

Aspergillus fumigatus, Penicillium notatum, Alternaria alternate, Staphylococcal enterotoxin b, cmecb (6epésa, onbxa), 4y6, cMecb 31aK0BbIX
17.35.A19 Tpas, ambpo3uA, NONbIHb, XMeNb 4932

Anneprokomniekc pacwmpeHHblii PROTIA (Kopes), IE, 91 annepren: obwwii IgE, somawHsaa nbinb, D. pteronyssinus, D. farinae, anutenuii

KOLKM, NEPXOTb COBaKM, ANYHBIN BeNoK, MONIOKO, TapaKaH, apaxuc, coesble 606bl, NWeHWULa, obxa, bepésa, ay6, ambpo3na BbICOKaA, XMenb,

nonbiHb, Alternaria alternate, Cladosporium herbarum, Aspergillus fumigatus, Kpabbl, KpeseTku, ckymbpusa, poskb, CCD, Nepcuk, ABNOKO, KYHKYT,

Acarus siro, Tyrophagus putrescentiae, cmecb (KOJIOCOK AyWNCTbIN, exka c6opHas, TPOCTHUK 0BbIKHOBEHHbII, NOAEBULA), CBUHOPOM NanbYaTbIi,

Tumodeeska, Penicillium notatum, Candida albicans, newuHa 06bIKHOBEHHAsA, MacMHa eBponeicKkas, naaTtaH, uea 6enas, Tononb, AceHb 6enviid,

cocHa 6enas, ANOHCKMI Keap, akaums, HUBAHUK (MONOBHUK), OAYBaHUYMK, NOLOPOXHMK, 30/IbHUK, 3010TaPHMK, aMapaHT, NaTeKc, NYeMHbIN A4,

OCMWHbIN A4, CMeCb (MblWb, KPbICa), KPOIMK, MOPCKan CBMHKA, SNMUTENNI OBLLbI, XOMAK, N0LWaAb, TPECKa, CMeCb (TyHeL, 10CoCb), cmech (kambana,

aH4oyc (xamca), caitaa), cmech (nobcTep, Kasbmap), yropb, CMech (MMAMK, YCTPULLbI, MOPCKOW MOJITIOCK, rpebeLloK), KyKosIKa Wwekonpaaa,

CBUHWHA, roBAAMHA, KYpUHOE MACO, BapaHUHa, cbip Yeaaep, MyKa AYMEHHAA, PUC, MyKa rpedHeBas, Nekapckue APOXKKM, KYKypy3a, MOPKOBb,

KapTodenb, CMecb (YeCHOK, NYK), Cenbaepen, orypeL, TOMaTbl, anesibCuH, KIyGHMKa, CMecb (KMBKM, MaHro, 6aHaH), KalTaH, rpeuKunii opex,
17.35.A20 dYHAYK, CMecb (MMHAANb, KeAPOBbIA Opex, NOACONHEYHMK), Kakao 8187

Anneprokomnaekc pecnmpatopHbiii PROTIA (Kopes), IgE, 60 annepreHos: 06wwmit IgE, gomalwHas nbinb, D. pteronyssinus, D. farinae, anutenuii

KOLKM, NEPXOTb COBaKM, ANYHbIN BeNoK, MONIOKO, TapaKaH, apaxuc, coesble 606bl, NWeHWULa, obxa, bepésa, ay6, ambpo3na BbICOKaA, XMenb,

nonbiHb, Alternaria alternata, Cladosporium herbarum, Aspergillus fumigatus, kpabbl, KpeBeTku, cCkymbpus, poxb, CCD, NepcuK, A6I0KO, KYHXKYT,

Acarus siro, Tyrophagus putrescentiae, cmecb (KOJIOCOK AyWMNCTbIN, exka C6opHas, TPOCTHUK 0BbIKHOBEHHbIN, NOAEBULA), CBUHOPOM NanbyaTbIi,

Tumodeeska, Penicillium notatum, Candida albicans, newwuHa, macavHa, nnaTaH, uea 6enas, Tonosb, AceHb 6enbli, cocHa 6enas, ANOHCKUI Keap,)

aKaums, HUBAHMK (MONOBHMK), O4yBaHYMK, NOAOPOXKHUK, 30/IbHUK, 30/10TaPHUK, aMapaHT, 1IaTeKC, NYEeNHbIA A4, OCUHbIN A4, CMECb (Mbllb,
17.35.A21 KpbICa), KPOAIMK, MOPCKas CBMHKA, 3NUTENNI OBLLbI, XOMAK, N10LIajb 5982
17.16.A19 MaHenb nuwesblx annepreHos Ne 1 IgE (apaxuc, MuHAanb, GyHAYK, KOKOC, 6pasnibCKuii opex) 1250
17.16.A20 MaHenb nuwesblx annepreHos Ne 2 IgE (Tpecka, TyHew, KpeBeTKM, N10COCb, MUANK) 1250
17.16.A21 MaHenb nuwesblx annepreHos Ne 3 IgE (NweHNYHan MyKa, OBCAHAA MYKa, KYKYPYy3Has MyKa, CEeMeHa KyHXyTa, rpeyHesas MyKa 1250
17.16.A22 MaHenb nuwesblx annepreHos No 5 IgE (AMUHbIN 6ENOK, MOIOKO, TPECKA, MWeHNYHasA MyKa, apaxuc, coesble 606b! 1250
17.16.A23 MaHenb nuwesbix annepreHos Ne 6 IE (pUc, cemMeHa KyHXKyTa, NeHMYHas MyKa, rpedHeBas MyKa, coesble 606bl 1250
17.16.A24 MaHenb nuwesblx annepreHos Ne 7 IgE (AMUHbIN 6ENOK, PUC, KOPOBLE MOJIOKO, apaxmC, NWEHUYHan MyKa, coesble 606b! 1250
17.16.A25 MaHenb nuwesblx annepreqos Ne 13 IgE (ropox, 6enan ¢pacosib,MOpPKOBb, KapTodens) 1250
17.16.A26 MaHenb nuwesblx annepreqos Ne 15 IgE (anenbcuH, 6aHaH, A610KO, NepcuK) 1250
17.16.A27 MaHenb nuwesblx annepreHos Ne 24 IgE (GyHAYK, KpeBeTKM, K1em, BaHaH) 1250
17.16.A28 MaHenb nuwesblx annepreHos Ne 25 IE (cemMeHa KyH}KyTa, NeKapCKMe APOXKKM, YECHOK, cenbaepe) 1250
17.16.A29 MaHenb nuwesblx annepreHos Ne 26 IgE (anuHbIi 6e10K, MONIOKO, apaxumc, ropumua) 1250
17.16.A32 MaHenb nuwesbix annepreHos Ne 50 IgE (KMBKM, maHro, 6aHaHbl, aHaHac, 1250
17.16.A33 MaHenb nuwesblx annepreHos Ne 51 IgE (nommaop, KapTodenb, MOPKOBb, YECHOK, ropunLa) 1250
17.16.A34 MaHenb nuwesblx annepreHos Ne 73 IgE (cBMHMHA, KypUHOE MACO, roBAANHA, BapaHuHa) 1250
17.15.A10 MNaHenb npodeccroHanbHbix annepreHos Ne 1 IgE nepxoTb A0Waau, NepxoTb KOPOBbI, NEPO rycs, Nepo KypuLbl 1250
17.15.A6 MaHenb annepreHoB }M1BoTHbIX N2 1 IgE (3nMTenunit KoWKKM, NepxoTb N0LWaAM, NepXoTb KOPOBbI, NEPXOTb CobakM) 1250
17.15.A7 MaHenb annepreHos }unBoTHbIX N2 70 IgE (3nMTesIMit MOPCKOM CBUHKM, SNUTENNI KPOIMKA, XOMSAK, KPbICa, MbiLb) 1250
17.15.A8 MaHenb annepreHoB *u1BOTHbIX/nepbs nTu/ Ne 71 IgE (nepo rycs, nepo KypuLbl, Nepo yTKM, Nepo MHAOKA) 1250
17.15.A9 MaHenb annepreHoB *M1BOTHbIX/nepbsa nTuw/ Ne 72 IgE (nepo BoAHUCTOro nonyras, Nepo nonyras, Nepo KaHapeinku) 1250
17.19.A32 MaHenb annepreHos aepesbes No 1 IgE (KneH aceHenncTHbIN, Bepesa, 8a3, Ay6, rpeuxnin opex 1250




17.19.A29 MaHenb annepreHos aepesbes No 2 IgE (KneH ACeHeNUCTHbIN, TONOb, BA3, Ay6, NeKaH, 1250
17.19.A30 MaHenb annepreHos aepesbes No 5 IgE (o/1bxa, NewmHa o6bIKHOBEHHas, BA3, MBa, TOMNO/b 1250
17.19.A31 MaHenb annepreHos aepesbes Ne 9 IgE (onbxa, 6epesa, fewmHa obblkHOBEHHanA, Ay6, nsa 1250
17.20.A31 MaHenb annepreHos Tpas No 1 IgE (exka cbopHas, 0OBCAHMLA NYroBas, POXKb MHOTONETHAN, TUMOdEEBKa, MAT/IK JlyroBoi 1250
17.20.A32 MaHenb annepreHos Tpas No 3 IgE (KONOCOK AYWIMCTbIN, POXKb MHOTONETHASA, TUMODEEBKA, POXKb KY/IbTUBMPOBAHHAA, ByXapHUK LWePCTUCTbIN) 1250
MaHenb annepreHoB COpHbIX pacTeHmit u usetos No 1 IgE (ambpo3us 06blIkHOBEHHasA, NO/bIHb 0BbIKHOBEHHAA, MOAOPOXKHUK, Mapu 6enas,
17.20.A33 30/1bHUK/CONAHKa) 1250
MaHenb annepreHoB COpHbIX pacTeHmit u usetos Ne 3 IgE (NonbiHb 06bIKHOBEHHAsA, NOAOPOXKHMK, Mapb 6enas, 3010TapHUK, Kpanusa
17.20.A34 ABYAOMHAn) 1250
MaHenb annepreHoB COpPHbIX pacTeHmin u usetos No 5 IgE (ambpo3us 06bIkHOBEHHaA, NO/bIHb 06bIKHOBEHHAA, 30/10TAPHUK, HUBAHWK, O4YBaHUMK
17.20.A35 NIEKapCTBEHHbIM) 1250
MaHenb HranAuMoHHbIX annepreHos Ne 1 IgE (exa
cbopHasn, Tumodeeska, ANOHCKUI Keap, ambpo3na 06bIKHOBEHHaA, NO/bIHb
17.21.A35 06bIKHOBEHHas) 1250
17.21.A36 MaHenb uHranAumoHHbIX annepreHos Ne 2 IgE (Tumodeeska, nnecHesbiit rpub (Alternaria tenuis), 6epesa, nonbiHb 06bIKHOBEHHasA) 1250
MaHenb nHranAuMoHHbIX annepreHos Ne 3 IgE (knew, - aepmaTodar NEPUHHDIA, SNUTEANIA KOLKM, SNUTeNNI cObaKu, NaecHesbli rpub
17.21.A37 (Aspergillus fumigatus)) 1250
MaHenb HranAuMoHHbIX annepreHos Ne 6 IgE (nnecHesbiit rpmb (Cladosporium herbarum), Tumodeeska, nnecHesbli rpub (Alternaria tenuis),
17.21.A38 6epesa, No/ibiHb 06bIKHOBEHHas) 1250
MaHenb MHranAuMoHHbIX annepreHos Ne 7 IgE (3nutennit KowKK, Knew-aepmatodar NepPUHHbIN, NEePXOTb A0LWAaAM, NEPXOTb COBaKM, INUTENMI
17.21.A39 KposinKa) 1250
MaHenb MHranAuMoHHbIX annepreHos Ne 8 IgE (snuTenunit KowKu, Kiew-aepmartodar nepuHHbI, 6epesa, nepxoTb cobaku, NobiHb
17.21.A40 06bIKHOBEHHasA, TUMOdEEBKa, POXb Ky/bTUBMPOBaHHas, naecHesbli rpub (Cladosporum herbarum)) 1250
MaHenb HranAuMoHHbIX annepreHos N2 9 IgE (anuTennit KowkK, nepxoTb cobaku, OBCAHMLA Nyrosas, NaecHesbli rpub (Alternaria tenuis),
17.21.A41 NOAOPOMKHMK) 1250
17.21.A42 MaHenb annepreHos naecenn Ne 1 IgE (penicillium notatum, cladosporium herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis) 1250
MaHenb Knewesbix annepreHos Ne 1 IgE (knew-gepmatodar nepuHHbIN, Knew-aepmatodar myuHoit, dermatophagoides microceras,
17.21.A44 lepidoglyphus destructor, tyrophagus putrescentiae, glycyphagus domesticus, euroglyphus maynei, blomia tropicalis) 1250
17.21.A43 MaHenb annepreHos nbiin Ne 1 IgE (aomawHaAsA nbinb (Greer), Knew-gepmatodar NEPUHHbINA, Kew-aepmatodpar My4Hol, TapakaH) 1250
17.21.A54 MaHenb annepreHos nnecexu Igk, TMS 2028
17.17.D1 18G4 K nuweBbIM annepreHam (NULLEBaA HENEPEHOCUMOCTb - 88 asnepreHos/MUKCTOB, 27000
17.50.A102 Abpukoc IgG, F237 825
17.50.A103 Asokapgo IgG, F96 825
17.50.A104 AnaHac IgG, F210 825
17.50.A105 AnenbcuH IgG, F33 825
17.50.A106 baHaH IgG, F92 825
17.50.A107 BuHorpag, 1gG, F259 825
17.50.A108 BuwHa IgG, F242 825
17.50.A109 IpelindpyT IgG, F209 825
17.50.A110 Ipywa IgG, F94 825
17.50.A111 [biHAa 1gG, F87 825
17.50.A112 Unxup 1gG, F402 825
17.50.A113 Kunew 1gG, F84 825
17.50.A114 KnybHuka IgG, F44 825
17.50.A115 Kokoc IgG, F36 825
17.50.A116 JlnmoH 1gG, F208 825
17.50.A118 Mawro IgG, F91 825
17.50.A121 MNepcuk IgG, F95 825
17.50.A122 Cnwmsa IgG, F255 825
17.50.A124 Xypma IgG, F301 825
17.50.A125 fA6noko 1gG, F49 825
17.50.A126 Aroabl (4epHuKa, ronybuka, 6pycHuka) IgG, F288 825
17.51.A68 baknaxaH 1gG, F262 825
17.51.A69 Kanycta 6pokkonu IgG, F260 825
17.51.A70 Kanycra 6ptoccensbckan I1gG, F217 825
17.51.A71 Kanycrta koyaHHas 1gG, F216 825
17.51.A72 Kanycra ugetHas IgG, F291 825
17.51.A73 Kaptodens 1gG, F35 825
17.51.A84 Jlyk I1gG, F48 825
17.51.A74 Mopkosb IgG, F31 825
17.51.A77 Orypeu, IgG, F244 825
17.51.A96 MNepew, 3eneHbii IgG, F263 825
17.51.A95 Mepel, KpacHbli (nanpuka) 1gG, F218 825
17.51.A79 MNeTpywka IgG, F86 825
17.51.A81 Cenbpaepeii IgG, F85 825
17.51.A78 Cnapxa IgG, F261 825
17.51.A76 Tomar IgG, F25 825
17.51.A75 Toikea IgG, F225 825
17.51.A82 WnuHar IgG, F214 825
17.52.A46 Bob6bl coesble 1gG, F14 825
17.52.A47 Fopouwlek 3eneHblit IgG, F12 825
17.52.A48 HyT (Typeukuii ropox) IgG, F309 825
17.52.A49 ®daconb 6enan IgG, F15 825
17.52.A50 ®daconb 3eneHan 1gG, F315 825
17.52.A51 ®daconb KpacHas IgG, F287 825
17.52.A44 Yeuesuua IgG, F235 825
17.53.A56 Apaxuc IgG, F13 825
17.53.A58 Ipeukunit opex IgG, F256 825
17.53.A60 Kewsto 1gG, F202 825




17.53.A59 MuHaans 18G, F20 825
17.53.A62 ducrawkn IgG, F203 825
17.53.A63 DyHAaYK IgG, F17 825
17.54.A31 bapaHuHa IgG, F88 825
17.54.A30 losaawvHa IgG, F27 825
17.54.A32 WHpeiika IgG, F 284 825
17.54.A33 KypuHoe msaco 1gG, F83 825
17.54.A29 CsuHUHa IgG, F26 825
17.55.A9 Anboa-naktoansbymuH IgG, F76 825
17.55.A10 beTa-naktornobynwx IgG, F77 825
17.55.A11 KaseuH IgG, F78 825
17.55.A7 Monoko KkunadeHoe IgG, F231 825
17.55.A6 Monoko Koposbe IgG, F2 825
17.55.A8 CbiBOpPOTKa Mono4vHasn I1gG, F236 825
17.55.A13 Cblp Tvna "Moyna" 1gG, F82 825
17.55.A12 Cblp Tvna "Yepaep" 1gG, F81 825
17.56.A25 Ipebewok IgG, F338 825
17.56.A14 Kambana IgG, F254 825
17.56.A21 Kpab IgG, F23 825
17.56.A22 KpeseTku IgG, F24 825
17.56.A23 JNlo6crep (omap) IgG, F80 825
17.56.A15 Jlococs IgG, F41 825
17.56.A24 Mwaua 1gG, F37 825
17.56.A16 CappauHa IgG, F61 825
17.56.A17 CKkymbpus IgG, F50 825
17.56.A18 Tpecka IgG, F3 825
17.56.A19 TyHey, 1gG, F40 825
17.56.A27 Ycerpuubl 1gG, F290 825
17.56.A20 dopens 1gG, F204 825
17.57.A86 BaHunb IgG, F234 825
17.57.A87 lopunua IgG, F89 825
17.57.A34 [pubbl (WamnuHboHbI) IgG, F212 825
17.57.A64 [ poxKu nekapckue IgG, F45 825
17.57.A65 [ poxxu nusHble IgG, F403 825
17.57.A89 NUmbupes I1gG, F270 825
17.57.A54 Kakao IgG, F93 825
17.57.A90 Kappw (npunpasa) IgG, F281 825
17.57.A53 Kode IgG, F221 825
17.57.A45 KyHxyT IgG, F10 825
17.57.A91 JlaBposblit AnUCT IgG, F278 825
17.57.A127 Macno nogconHeyHoe IgG, K84 825
17.57.A94 MarTa IgG, F405 825
17.57.A97 MNepew, yepHbiit 1gG, F280 825
17.57.A66 Conop, 1gG, F90 825
17.51.A83 YecHok IgG, F47 825
17.57.A55 Wokonag, IgG, F105 825
17.57.A123 DuHKKkK 1gG, F289 825
17.58.A1 Anuo KypuHoe IgG, F245 825
17.58.A3 Benok anyHblii IgG, F1 825
17.58.A2 enTok anuHbIi IgG, F75 825
17.58.A4 OBanbbymuH IgG, F232 825
17.58.A5 Osomykoug, 1gG, F233 825
17.59.A35 KneikosuHa (rntoteH) 1gG, F79 825
17.59.A36 Myka rpeyHesasn IgG, F11 825
17.59.A37 Myka Kykypy3Has IgG, F8 825
17.59.A38 Myka oBcAHasn IgG, F7 825
17.59.A39 Myka nweHunyHas IgG, F4 825
17.59.A40 Myka prkaHas 1gG, F5 825
17.59.A41 Myka aumeHHasn IgG, F6 825
17.59.A42 Mpoco IgG, F55 825
17.59.A43 Puc IgG, F9 825
17.31.A1 MaHenb nuwesblx annepreHos Ne 1 1gG (apaxuc, muHAanb, GyHAYK, KOKOC, Bpasnnbekuil opex) 1250
17.31.A2 MaHenb nuwesblx annepreHos Ne 2 IgG (Tpecka, TyHel, KpeBeTKM, 10COCb, MManK) 1250
17.31.A3 MaHenb nuwesblx annepreHos Ne 3 I1gG (NweHWYHas MyKa, OBCAHANA MyKa, KYKypy3Has MyKa, CEMeHa KyH)KyTa, rpedHeBas MmyKa 1250
17.31.A4 MaHenb nuwesblx annepreHos Ne 5 1gG (AnuHbIi 610K, MOIOKO, TPeCKa, NWeHNYHan MyKa, apaxuc, coesble 606bI 1250
17.31.A5 MaHenb nuwesblx annepreHos Ne 6 1gG (pu1c, cemeHa KyHXyTa, NWeHWYHan MyKa, rpedHeBas MyKa, coesble 606bl 1250
17.31.A6 MaHenb nuwesblx annepreHos Ne 7 IgG (anuHblii 610K, puc, KOPOBbE MOIOKO, apaxMC, NWeHWYHas MyKa, coesble 606bl| 1250
17.31.A7 MaHenb nuwesblx annepreHos Ne 13 IgG (3eneHbli ropolwek, 6esble 606bl, MOPKOBb, KapTodenb, 1250
17.31.A8 MaHenb nuwesbix annepreHos Ne 15 IgG (anenbcuH, 6aHaH, A610K0, Nepcuk) 1250
17.31.A9 MaHenb nuwesblx annepreHos Ne 24 IgG (byHAYK, KPeBETKM, KuBK, baHaH) 1250
17.31.A10 MaHenb nuwesblx annepreHos Ne 25 IgG (cemeHa KyHXKyTa, NeKapcKue APOXKIKKU, YECHOK, cenbaepe) 1250
17.31.A11 MaHenb nuuesblx annepreHos Ne 26 IgG (AnyHbI 610K, MOIOKO, apaxmc,ropumua) 1250
17.31.A12 MaHenb nuwesblx annepreHos Ne 50 IgG (K1BM, MaHro, 6aHaHbl, aHaHac, 1250
17.31.A13 MaHenb nuwesbix annepreHos Ne 51 IgG (nomuaop, KapTodesib, MOPKOBb, YECHOK, ropumua) 1250
17.31.A14 MaHenb nuwesblx annepreHos Ne 73 IgG (CBMHMHA, KypUMHOE MACO, roBaaMHa, bapaHuHa) 1250
17.10.A3 CTadMI0KOKKOBbIN 3HTEPOTOKCMH TSST IgE (ImmunoCAP) m226 1376
17.71.A5 CTadnI0KOKKOBbIN 3HTEPOTOKCHH B IgE (ImmunoCAP), m81 1322
17.71.A6 CTadnI0KOKKOBbIN 3HTEPOTOKCMH A IgE (ImmunoCAP), m80 1322
17.60.A136 AnenbcyH IgE (ImmunoCAP), 33 1268
17.60.A143 Kny6Huka IgE (ImmunoCAP), f44 910
17.60.A146 JlnmoH IgE (ImmunoCAP), f208 1268
17.60.A160 fi6noko IgE (ImmunoCAP), f49 1138
17.60.A161 A6pukoc IgE (ImmunoCAP), f237 1400
17.60.A162 ABokago IgE (ImmunoCAP), f96 1400




17.60.A163 AHaHac IgE (ImmunoCAP), 210 1400
17.60.A164 Apb6ys3 IgE (ImmunoCAP), 329 1400
17.60.A165 BaHaH IgE (ImmunoCAP), f92 1400
17.60.A166 BuHorpag, IgE (ImmunoCAP), f259 1400
17.60.A167 BuwwHs IE (ImmunoCAP), f242 1400
17.60.A168 IpeitndpyT IgE (ImmunoCAP), 209 1400
17.60.A169 Mpywa IgE (ImmunoCAP), f94 1400
17.60.A170 [ObiHsa IgE (ImmunoCAP), f87 1400
17.60.A172 Kusw IgE (ImmunoCAP), f84 1400
17.60.A173 ManwHa IgE (ImmunoCAP), {343 1400
17.60.A174 Matro IgE (ImmunoCAP), f91 1400
17.60.A175 MaHgapwH IgE (ImmunoCAP), f302 1400
17.60.A176 Mepcwk IgE (ImmunoCAP), f95 1400
17.60.A177 CmopogamHa KpacHas IgE (ImmunoCAP), f322 1400
17.61.A142 KapTodens IgE (ImmunoCAP), f35 1268
17.61.A150 Mopkosb IgE (ImmunoCAP), f31 910
17.61.A155 Tomarsl IgE (ImmunoCAP), f25 1268
17.61.A157 Toiksa IgE (ImmunoCAP), f225 910
17.61.A159 LeTHas kanycta IgE (ImmunoCAP), f291 910
17.61.A160 BaknasaH IgE (ImmunoCAP), f262 1400
17.61.A161 Bpokkoaw IgE (ImmunoCAP), f260 1400
17.61.A162 KanycTa 6enokodaHHasn IgE (ImmunoCAP), f216 1400
17.61.A163 Jlyk IgE (ImmunoCAP), f48 1400
17.61.A164 Orypeu, IgE (ImmunoCAP), f244 1400
17.61.A165 Manpwka, cnagkuii neped, IgE (ImmunoCAP), f218 1400
17.61.A166 Metpywka IgE (ImmunoCAP), f86 1400
17.61.A167 CaxapHasn csekna IgE (ImmunoCAP), f227 1400
17.61.A168 Cenbgaepeit IgE (ImmunoCAP), f85 1400
17.61.A169 WnuHar IgE (ImmunoCAP), f214 1400
17.62.A133 Cos IgE (ImmunoCAP), f14 910
17.62.A134 Fopox IgE (ImmunoCAP), f12 1400
17.62.A135 daconb 6enan (besble 606b1) IgE (ImmunoCAP), f15 1400
17.63.A128 Apaxuc IgE (ImmunoCAP), f13 1268
17.63.A129 Ipeuxwnit opex IgE (ImmunoCAP), f256 1400
17.63.A130 MuHgans IgE (ImmunoCAP), f20 1400
17.63.A131 ®yHayK IgE (ImmunoCAP), f17 1400
17.64.A137 FosaguHa IgE (ImmunoCAP), f27 910
17.64.A140 NHpaelka, maco IgE (ImmunoCAP), 284 1268
17.64.A145 Kypuua, maco IgE (ImmunoCAP), f83 1138
17.64.A154 CsuHuHa IgE (ImmunoCAP), f26 910
17.64.A155 BapaHuHa IgE (ImmunoCAP), f88 1400
17.64.A156 Msco Kponuka IgE (ImmunoCAP), 213 1400
17.65.A130 Kosbe monoko IgE (ImmunoCAP), f300 910
17.65.A131 Monoko IgE (ImmunoCAP), f2 1600
17.65.A149 Monoko kunsayeHoe IgE (ImmunoCAP), f231 910
17.65.A150 Cbip ¢ nneceHbio IgE (ImmunoCAP), f82 1400
17.65.A151 Cbip Yeaaep IgE (ImmunoCAP), f81 1400
17.66.A147 JNlococs IgE (ImmunoCAP), f41 1600
17.66.A156 Tpecka IgE (ImmunoCAP), f3 910
17.66.A158 ®openb IgE (ImmunoCAP), 204 1268
17.66.A1 KpeseTKa IgE (ImmunoCAP), f24 1228
17.66.A159 Kanbmap IgE (ImmunoCAP), 258 1400
17.66.A160 Kpab IgE (ImmunoCAP), f23 1400
17.66.A161 CuHas muams IgE (ImmunoCAP), f37 1400
17.66.A162 TyHeu, IgE (ImmunoCAP), f40 1400
17.67.A139 [poxku nekapckume IgE (ImmunoCAP), f45 1268
17.67.A141 Kakao IgE (ImmunoCAP), f93 1138
17.67.A144 Kooe, 3epHa IgE (ImmunoCAP), f221 1268
17.67.A149 BaHwunb IgE (ImmunoCAP), f234 1400
17.67.A150 [punbbl (wamnmHboHbl) IgE (ImmunoCAP), 212 1400
17.67.A151 KyHxyT IgE (ImmunoCAP), f10 1400
17.67.A152 CemeHa Maka IgE (ImmunoCAP), f224 1400
17.67.A153 Yai IgE (ImmunoCAP), f222 1400
17.67.A154 YecHok IgE (ImmunoCAP), f47 1400
17.67.A155 ¥enaTtuH Koposuit (nuwwesan gobaska E441) IgE (ImmunoCAP), c74 1400
17.68.A134 AnuHbI 6enok IgE (ImmunoCAP), f1 2250
17.68.A161 AnuHbIN enTok IgE (ImmunoCAP), f75 1650
17.68.A162 Ao IgE (ImmunoCAP), f245 1600
17.69.A129 InioteH (kneitkosumHa) IgE (ImmunoCAP), f79 1600
17.69.A138 [peunxa, rpeunyHan myka Ige (ImmunoCAP), f11 1138
17.69.A151 Osec, oBcAHan Myka IgE (ImmunoCAP), 7 910
17.69.A135 MNweHuya IgE (ImmunoCAP), f4 2250
17.69.A152 Puc IgE (ImmunoCAP), f9 1268
17.69.A153 Posb IgE (ImmunoCAP), pskaHas myka, f5 1138
17.69.A1 MNopaconHeyHuk IE (ImmunoCAP), w204 1400
17.69.A154 Kykypysa IgE (ImmunoCAP), f8 1400
17.69.A155 Mpoco nocesHoe (nweHo) IgE (ImmunoCAP), f55 1400
17.69.A156 flumeHsb IgE (ImmunoCAP), f6 1400
17.23.A30 Kowka, anutennin u nepxots IgE (ImmunoCAP), el 2250
17.23.A31 Kypuua, nepbs IgE (ImmunoCAP), e85 1138
17.23.A3 Monyrai, nepbs IgE (ImmunoCAP), e213 1356
17.23.A29 Cobaka, nepxotb IgE (ImmunoCAP), e5 1600
17.23.A32 Kowka IgE (ImmunoCAP), €220 (rFel d2) 2189
17.23.A2 JNlowagp, nepxoTb IgE (ImmunoCAP), e3 1400




17.23.A1 Kponuk, anutennit IgE (ImmunoCAP), e82 1400
17.23.A4 MopcKasn cBuHKa, anuTennit IgE (ImmunoCAP), e6 1400
17.23.A5 Osua, anutenuit IgE (ImmunoCAP), e81 1400
17.23.A6 XomsK, anutenuii IgE (ImmunoCAP), e84 1400
17.24.A33 Bepesa 6opogasyatas IgE (ImmunoCAP), t3 1600
17.24.A34 Wea 6enasn IgE (ImmunoCAP), t12 1138
17.24.A31 JlewmHa o6bIkHOBeHHas IgE (ImmunoCAP), t4 1100
17.24.A35 Jlvna IgE (ImmunoCAP), t208 1138
17.24.A32 Onbxa cepas IgE (ImmunoCAP), t2 1268
17.24.A36 Tononb IgE (ImmunoCAP), t14 1138
17.25.A14 Am6po3ua Bbicokas IgE (ImmunoCAP), wl 1138
17.25.A20 Exxa cbopHas IgE (ImmunoCAP), g3 1138
17.25.A22 Jlncoxsoct nyrosoi IgE (ImmunoCAP), g16 910
17.25.A21 MaTauk nyrosoit IgE (ImmunoCAP), g8 1138
17.25.A23 Oscanunua nyrosas IgE (ImmunoCAP), g4 910
17.25.A15 OaysaHumk IgE (ImmunoCAP), w8 1138
17.25.A13 MNonbiHb IgE (ImmunoCAP), wé 1138
17.25.A16 PomauwKa IgE (ImmunoCAP), w206 1268
17.25.A24 Tumodeeska nyrosas IgE (ImmunoCAP), g6 1600
17.25.A25 MonbiHb ropbKas IgE (ImmunoCAP), w5 1400
17.26.A5 [JomaluHas nbinb (Greer) IgE (ImmunoCAP), hl 1138
17.26.A6 [omaluHas nbinb (Holister) IgE (ImmunoCAP), h2 1138
17.70.A2 Knew, gomatuHeit noiam D. pteronyssinus IgE (ImmunoCAP), d1 2200
17.70.A5 Knew, gomawwHeit noiam D.farinae IgE (ImmunoCAP), d2 2200
17.28.A1 Komap IgE (ImmunoCAP), i71 1400
17.28.A2 Mosb IgE (ImmunoCAP), i8 1400
17.28.A3 Mortbins IgE (ImmunoCAP), i73 1400
17.28.A4 TapakaH pbixuit (npycak) IgE (ImmunoCAP), i6 1400
17.28.A5 A4, ocbl 06bIkHOBEHHOM IgE (ImmunoCAP), i3 1400
17.28.A6 A4 ocbl natHucTou IgE (ImmunoCAP), i2 1400
17.28.A7 A4 nyensl megoHocHoi IgE (ImmunoCAP), il 1400
17.28.A8 Ap wepwHs IgE (ImmunoCAP), i75 1400
17.73.A1 dopmanbaerng (bopmanun), k80 1400
17.73.A2 Natekc IgE (ImmunoCAP), k82 1400
17.74.A13 MNexnnumnnmu G IgE (ImmunoCAP), c1 1760
17.74.A14 NexHnumnnmn V IgE (ImmunoCAP), c2 1760
17.74.A18 XnoprekenamH IgE (ImmunoCAP), c8 1760
17.76.A1 Anusakunga IgE (ImmunoCAP), p4 1322
17.76.A2 Ackapugaa IgE (ImmunoCAP), p1 1322
17.22.A1 MnecHesbii rpub (Penicillum notatum) IgE (ImmunoCAP), m1 1478
17.22.A2 MnecHesbiit rpu6 (Cladosporium herbarum) IgE (ImmunoCAP), m2 1478
17.22.A3 [poxKesble rpubbl poga Malassezia IgE (ImmunoCAP), m227 1340
17.71.A2 MnecHesbii rpub (Alternaria alternata) IgE (ImmunoCAP), mé 1322
17.71.A3 MnecHesbiit rpub (Aspergillus fumigatus) IgE (ImmunoCAP), m3 1322
17.71.A4 Ipubbl poga kKaHamaa (Candida albicans) IgE (ImmunoCAP), m5 1322
17.36.A4 Anbda-nakTanbbymmH, anneprokomnoHeHT IgE (ImmunoCAP), f76 nBos d4 1600
17.36.A5 BeTta-naktornobynuH, anneprokomnoHeHT IgE (ImmunoCAP), 77 nBos d5 1600
17.36.A2 KaseunH, KopoBbe MOJIOKO, anieprokomnoHeHT IgE (ImmunoCAP), 78 nBos d8 1760
17.36.A6 OBanbbymuH aiLa, anneprokomnoHeHT IgE (ImmunoCAP), 232 nGal d2 1600
17.36.A1 OsomyKoug, Alua, anneprokomnoHeHT nGal d1 IgE (ImmunoCAP), f233 1600
17.36.A3 JIM3oumm fainua, anneprokomnoHeHT IgE (ImmunoCAP), k208 nGal d4 1600
17.68.A1 KoHanbbymuH aiiua, anneprokomnoHeHT IgE (ImmunoCAP), f323 nGal d3 1376
17.36.A7 Cos (G. max), anneprokomnoHeHT IgE (ImmunoCAP), 353 rGly m4PR-10 1950
17.36.A10 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra h2 2925
17.36.A11 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra h3 2925
17.36.A12 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f427 rAra h9 2925
17.36.A13 Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp cl 2925
17.36.A14 Omera-5 MuaguH nwennupl, anneprokomnoHeHT IgE (ImmunoCAP), f416 rTri al9 2925
17.36.A15 TPONOMMO3UH KPEBETOK, anneprokomnoHeHT IgE (ImmunoCAP), f351 rPen al 2925
17.36.A8 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f352 rAra h8 2925
17.36.A9 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f422 rAra hl 2925
17.37.A2 Bblumit CbIBOPOTOUHbIN anbbyMUH, anneprokomnoHeHT IgE (ImmunoCAP), 204 nBos d6 (BSA) 3300
17.37.A1 Kowka, anneprokomnoneHT IgE (ImmunoCAP), €94 rFel d1 3450
17.37.A3 Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e101 rCan f1 3780
17.37.A4 Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), €102 rCan f2 3780
17.37.A5 Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e221 nCan 3 2753
17.38.A1 Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t215 rBet v1 PR-10 1950
17.38.A2 Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t221 rBet v2, rBet v4 1950
17.39.A1 Am6po3us, anneprokomnoHeHT IgE (ImmunoCAP), w230 nAmb al 1950
17.39.A4 MonbiHb, anneprokomnoHeHT IgE (ImmunoCAP), w231 nArt v1 2850
17.39.A2 Tumodeeska nyrosas, anneprokomnoHeHT IgE (ImmunoCAP), g213 rPhl p1, rPhl p5b 2550
17.39.A3 Tumodeeska nyrosas, anneprokomnoHeHT IgE (ImmunoCAP), g214 rPhl p7, rPhl p12 2550
17.39.A5 MonbiHb, anneprokomnoHeHT IgE (ImmunoCAP), w233 nArt v3 2216
17.39.A6 Tumodeeska nyrosas, anneprokomnoHeHT IgE (ImmunoCAP), g208 rPhl p4 2799
17.71.A1 Alternaria alternata, anneprokomnoHeHT IgE (ImmunoCAP), m229 rAlt al 3780
17.30.A43 dagmaTon AeTCKUit (cbanaHCMPOBaHHAA CMECh MHIAMIALMOHHBIX M NULLEBbLIX aNNEPreHOB ANA CKPUHMHIA aTonuu AnA AeTei 4o 4 ner) 2850
17.30.A44 dagmaton (cbanaHcMpoBaHHaA CMECb MHIANALMOHHbIX aNIePreHOB AN CKPUHMHIA aToNUK AN AeTel cTaplie 4 1eT v B3poc/blxX 4500
MaHenb annepreHos *unBoTHbIX IgE (IMmunoCAP), ex70 (3nuTennin MOPCKOM CBUHKM (€6), anuTenunin Kposiuka (e82), anutenunit xomska (e84),
17.27.A56 Kpbicbl (€87), mbiwb (€88)) 1800
MaHenb annepreHoB *unBoTHbIX IgE (IMmunoCAP), ex72 (nepbs NTUL,: BOAHUCTOrO nonyraiyvka (e78), kaHapeiiku (€201), AAMHHOXBOCTOrO
17.27.A57 nonyraiuunka (€196), nonyras (e213), sbtopka (€214)) 1800
17.27.A44 MaHenb annepreHoB }KM1BOTHbIX, anuTenmni IgE (ImmunoCAP), ex1 (MMKCT NepxoTb: KOLWKM, cOBaKK, Nowwaam, Koposbl) 1400




17.27.A51 MaHenb annepreHos *unBoTHbIX IgE (IMmMunoCAP), ex2 (MMKCT: NepXoTb KOLWKM, NepX0Tb COBAKK, INUTENNIN MOPCKOM CBUHKM, KPbICa, MbllUb) 1400

17.27.A3 MaHenb annepreHos *unBoTHbIX IgE (IMmMunoCAP), ex71 (MMKCT nepbs NTULL: FYCA, KYprLbl, YTKU, MHAENKK) 1400

17.27.A58 MaHenb annepreHoB K cMecy Nbinblbl Aepesbes IgE (ImmunoCAP), tx5 (onbxa cepas (t2), newmHa (t4), 8as (t8), usa (t12), Tonons (t14)) 1800
MaHenb annepreHoB K cMecy Nbinblbl gepesbes IgE (ImmunoCAP), tx6 (kneH aceHenncTHbIM (t1), 6epesa 6opoaasuatas (t3), 6yK

17.27.A59 KPYNHOAUCTHbIN (t5), ay6 (t7), rpeuknii opex (t10)) 1800
MaHenb annepreHos aepesbes IgE (ImmunoCAP), tx9 (MUKCT Nbiibua AepeBbes: osibxa cepas, 6epesa 6opoaasyaTas, elmHa 06bIKHOBEHHaS,

17.27.A45 ny6 6enbiin, nsa 6enas) 1400
MaHenb annepreHos copHbix Tpas IgE (IMmunoCAP), wx2 (ambpo3usa ronometensyatas (W2), nosbliHb (W6), NOAOPOMKHMK NaHLETOBUAHDIN (WI),

17.27.A68 mapb (w10), nebega yeuesmnuesmaHas (wls)) 1800
MaHenb annepreHos 31akoBbix Tpas IgE (IMmunoCAP), gx1 (MMKCT NbliibLa 31aK0BbIX: €Xa COopHan, 0BCAHULA NIYroBas, naesen, TMModeesKka

17.27.A46 Nyrosas, MATAMK NYroBoit) 1400
MaHenb annepreHoB copHbix Tpas IgE (IMmunoCAP), wx3 (nosibiHb (W6), NOAOPOXHUK NaHLeToBUAHbIN (W9), mapb (w10), 30n10TapHuK (w12),

17.27.A52 Kpanusa aAsyaomHas (w20)) 1400
MaHenb annepreHos copHbix Tpas IgE (IMmunoCAP), wx1 (ambpo3ua Bbicokas (W1l), NosibiHb (W6), NOAOPOXKHUK NAHLETONUCTHBIN (W9), Mapb

17.27.A54 6enan (w10), 30nbHuUK/consHKa (wll)) 1597

17.27.A69 MaHenb annepreHos GpyKTbl M Baxdyesble IgE (ImmunoCAP), fx21 (kusu (f84), apiHs (f87), 6aHaH (f92), nepcuk (f95), aHaHac (f210)) 1800

17.27.A70 MaHenb annepreHoB uMTpycosble U GppyKTbl IGE (IMmunoCAP), fx15 (anenbcuH (f33), abnoko (f49), 6aHaH (f92), nepcuk (f95)) 1800

17.27.A60 MaHenb annepreHos mopenpoayKTbl IgE (ImmunoCAP), fx2 ( pbiba (f3), kpeseTku (f24), rony6as muams (f37), TyHey, (f40), nococs (f41)) 1800

17.27.A55 MaHenb annepreHos getckoin cmecu IgE (ImmunoCAP), fx5 (6enok saiua (f1), monoko (f2), pbiba (f3), nwenuua (f4), apaxumc (f13), con (f14)) 1800

17.27.A61 MaHenb annepreHoB MyKa 31aK0oBbIX U KyHXyTHble IgE (ImmunoCAP), fx3 (nwenuua (f4), oséc (f7), kykypysa (f8), KyHskyT (f10), rpeunxa (f11)) 1800

17.27.A62 MaHenb annepreHoB MyKa 3n1akosbix IgE (ImmunoCAP), fx20 (nweHuua (f4), posxb (f5), Aumens (f6), puc (f9)) 1800

17.27.A63 MaHenb annepreHos maco IgE (ImmunoCAP), fx73 (ceuHuHa (f26), roeaamHa (f27), kypaTtuxa (f83)) 1800

17.27.A64 MaHenb annepreHos osowwm 1 6o6osble IgE (ImmunoCAP), fx13 (ropox (f12), dpaconb (f15), mopkosb (f31), kapTodens (f35)) 1800

17.27.A65 MaHenb annepreHos osowwm IgE (ImmunoCAP), fx14 (nomugop (f25), wnunar (f214), kanycra (f216), nanpuka (f218)) 1800

17.27.A66 MaHenb annepreHos opexu IgE (ImmunoCAP), fx1 (apaxuc (f13), dbyHayk (f17), 6pasmabckuii opex (f18), muHgans (f20), kokoc (f36)) 1800

17.27.A67 MaHenb annepreHos poiba IgE (ImmunoCAP), fx74 (Tpecka (f3), cenbab (f205), ckymbpusa (f206), kambana (f254)) 1800
MaHenb 6biToBbIX annepreHos IgE (IMmunoCAP), hx2 (MMKCT: AOMaLWHAA Mbib, KNewW, gomaluHei nbiau D.pteronyssinus, Kaew, 4oMaluHen nbiam

17.27.A47 D. farinae, TapakaH pbixui) 1400
MaHenb annepreHos naecexu IgE (ImmunoCAP), mx1 (Mukct: Penicillium chrysogenum, Cladosporium herbarum, Aspergillus fumigatus,

17.27.A50 Alternaria alternata) 1360

17.27.A53 MaHenb annepreHos naecenu IgE (ImmunoCAP), mx2 1568

17.29.A48 Anneprounn, ImmunoCAP ISAC E112i 42000

17.29.H5 KOMnNoHeHTHas aMarHocTuKa anneprum Ha mosioko IgE (ImmunoCap) (monoKo f2, kKasenH - anneprokomnoHeHT 78] 1785

17.29.H3 Anneprokomniekc nepeg, sakumHaumeit IgE (ImmunoCap) (Oposu nekapckue f45, Anuo 245, Tpuntasa) 6750
Anneprokomnaekc npu actme/puHute B3pocable IgE (ImmunoCap) (Kowka, anutenuin u nepxotb, el, Cobaka, nepxoTb, €5, Knewy gomaluHei

17.29.H8 nbinu,d1, Tumodeeska nyrosas, gb, bepesa 6opoaasyatas, t3, MonbiHb, W6, Kypuua, nepbs, €85, Tononb, t14) 10500
Anneprokomnnekc npu actme/puHute getv IgE (ImmunoCap) (Kowka, anutennii u nepxotb, el, Cobaka, nepxoTb, €5, Knew, gomatuHei nbiin,dl,
Tumodeeska nyrosas, go,

17.29.H7 Bepesa 6opoaasyartas, t3, MonbiHb, Wb, Apaxuc, f13, iuuHbiin 6enok, f1, Monoko, f2) 13500
Anneprokomnaekc npu skseme IgE (ImmunoCap) (Kowka, anutenuii n nepxotb el, Cobaka, nepxoTb €5, AnuHbii 6enok f1, Monoko f2, Mwexunua

17.29.H4 f4, Cos f14, Tpecka 3, Knew, gomawwHei noinm d1, Knew, gomawwHein noiin d2) 5838
Anneprokomnaekc npu skseme-2 IgE (ImmunoCap) (Kowka, anutenuii u nepxotb, el, Cobaka, nepxoTb, €5, Knew, gomawwHei noian,d1, AMdHbiin

17.29.H6 WenTok, f75, Anunbin 6enok, f1, Monoko, f2, Mwenwnua, f4, Con, f14, Tpecka, 3, Kakao, f93) 13200
Anneprokomnnekc «MNuwesas anneprua» IgE (ImmunoCAP) (AnuHbii 6enok f1, Monoko f2, Tpecka f3, Mwenunua f4, Apaxuc f13, Con f14,

50.0.H193 dyHayk f17, KpeseTka 24, Mepcuk f95) 10500
Anneprokomnnekc «MporHo3s apdpextusHocTn ACUT BykouseTHble aepesbsa» IgE (ImmunoCAP) (Bepesa anneprokomnoHenT, t215 rBet v1 PR-10,

50.0.H194 Bepesa anneprokomnoHeHT, t221 rBet v2, rBet v4) 5004
Anneprokomnnekc «MporHos adpdertusHocTn ACUT: 3nakosble Tpasbl» IgE (IMmunoCAP) (Tumodeeska nyrosas anneprokomnoHenT, g213 rPhl

50.0.H195 p1, rPhl p5b, Tumodeeska nyrosas, anneprokomnoHeHT, g214 rPhl p7, rPhl p12) 5004
Anneprokomnnekc «MporHos adpdektnsHoctn ACUT: CopHble Tpasbi» IgE (ImmunoCAP)
(Am6po3ua, anneprokomnoHeHT, w230 nAmb al, MosbiHb, anneprokomnoHeHT, w231 nArt v1, MonbliHb, anneprokoMnoHeHT, w233 nArt v3,

50.0.H196 Tumodeeska Nyrosas, anneprokomnoHeHT, g214 rPhl p7, rPhl p12) 9648

17.29.A49 Anneprokomnaekc npegonepaumorHbiit IgE (ImmunoCap) (TpunTasa, ¥enatuH Koposwuii ¢74, Nlatekc k82, XnoprekcmamH c8) 7860
KOMNAEKCHbIM aHa/IM3 KPOBM Ha HasiMuMe TAXKEbIX META/IZIOB M MUKPO3/ieMeHTOoB 22 nokasatens (Li, B, Na, Mg, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni,

50.0.H205 Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 3459

23.1.A9 JlnTuii (Li) TepaneBTUYECKMIA B KPOBU 1400

23.1.A10 Bop B KpoBwu, cnekTpomeTpus (B) 1400

23.1.A1 Hatpuit B Kposu, cnektpomeTpua (Na) 1400

23.1.A5 MarHuit B KpoBu, cnektpomeTpus (Mg) 1400

23.1.A11 ANIOMUHWIA B KpOBM, cnekTpomeTpus (Al) 1400

23.1.A12 KpemHuit B Kposu, cnektpomeTpus (Si) 1400

23.1.A2 Kanuii B kposu, cnektpomeTpus (K) 1400

23.1.A3 Kanbumit 8 Kposw, cnektpometpua (Ca) 1400

23.1.A13 TutaH B Kposu, cnexktpomeTpus (Ti) 1400

23.1.A14 Xpom B KposWu, cnekTpometpus (Cr) 1400

23.1.A15 MapraHeL, B KpoBM, cnektpomeTpua (Mn) 1400

23.1.A4 eneso B Kposu, cnektpomeTpus (Fe) 1400

23.1.A16 Kob6anbT B Kposu, cnekTpomeTpus (Co) 1400

23.1.A17 Hukenb B Kposu, cnektpomeTpusa (Ni) 1400

23.1.A8 Megpb B KpoBK, cnekTpometpums (Cu) 1400

23.1.A7 LIMHK B KpOBM, CnekTpomeTtpma (Zn) 1400

23.1.A18 MbIWbAK B KPOBK, criekTpomeTpus (As) 1400

23.1.A19 CenleH B KpoBM, criekTpomeTpus (Se) 1400

23.1.A20 MonubaeH B Kposu, cnektpomeTtpusa (Mo) 1400

23.1.A21 Kagmuit 8 kKposw, cnektpometpua (Cd) 1400

23.1.A22 CypbMa B KpoBM, cnekTpomeTpus (Sb) 1400

23.1.A23 PTyTb B KpOBM, criekTpomeTpua (Hg) 1400




23.1.A24 CsuHeL, B KposK, cnekTpomeTpus (Pb) 1600
KOMNANEKCHBIM aHa/IM3 MOUM Ha HaMYMeE TAXKENBIX METAN/I0B U MUKPO31eMeHTOB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni,|
50.0.H154 Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 3150
23.3.A9 JInTuiA B Mmoue, cnektpomeTpus (Li) 1400
23.3.A10 Bop B moye, cnekTpomeTpus (B) 1400
23.3.A1 Hatpuit B8 moue, cnektpomeTpusa (Na) 1600
23.3.A5 MarHuit B moue, cnektpometpus (Mg) 1600
23.3.A11 ANIOMUHWIA B MOYe, cnekTpomeTpus (Al) 1400
23.3.A12 KpemHuit B moue, cnektpometpus (Si) 1400
23.3.A2 Kanuii B moue, cnektpometpusa (K) 1600
23.3.A3 Kanbumit 8 moue, cnektpometpus (Ca) 1600
23.3.A13 TutaH B Mmoue, cnektpometpus (Ti) 1400
23.3.A25 op, B Mmoue, cnekTpomeTpus (1) 2250
23.3.A14 Xpom B moue, cnektpomeTpus (Cr) 1400
23.3.A15 MapraHel, 8 moue,crektpomeTpus (Mn) 1400
233.A4 *eneso B moue, cnektpometpus (Fe) 1400
23.3.A16 Kob6anbT B moue, crnektpomeTpus (Co) 1400
23.3.A17 Hukenb B Moue, cnektpometpms (Ni) 1400
23.3.A8 Megp, cyTouHas akckpeums, (Cu) 1400
23.3.A7 LMHK B Moue, criekTpomeTpus (Zn) 1400
23.3.A18 MbilWbAK B MOYe, cnektpomeTpus (As) 1400
23.3.A19 CeneH B Mmoue, cnektpomeTpus (Se) 1400
23.3.A20 MonnbaeH B moue, cnektpometpusa (Mo) 1400
23.3.A21 Kagmuit 8 moue, cnektpometpus (Cd) 1400
23.3.A22 CypbMa B Mmoue, cnektpomeTpus (Sb) 1400
23.3.A23 PTyTb B MOue, cnektpomeTpua (Hg) 1400
23.3.A24 CsuHew, B Mmoye, crektpomeTpus (Pb) 1400
KoMnneKcHbIi aHaIM3 BOIOC Ha Hanuume TAXENbIX METaNN0B M MUKPO3/ieMeHTOoB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co,
50.0.H155 Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb) 2820
23.2.A9 JInTuii B BONIoCax, cnekTpometpus (Li) 1100
23.2.A10 Bop B Bonocax, cnekrpomeTpusa (B) 1100
23.2.A1 Hatpwuit B Bonocax, cnektpometpums (Na) 1400
23.2.A5 MarHuit B Bonocax, cnekrpometpus (Mg) 1100
23.2.A11 ANIOMUHWIA B BONOCaX, cnektpomeTpusa (Al) 1100
23.2.A12 KpemHuii B Bosocax, cnektpometpus (Si) 1100
23.2.A2 Kanuit B Bonocax, cnektpometpus (K) 1100
23.2.A3 Kanbumit 8 Bonocax, cnekrpometpus (Ca) 1100
23.2.A13 TutaH B BOI0Cax, cnekTpometpua (Ti) 1400
23.2.A14 Xpom B Bosiocax, cnektpometpus (Cr) 1100
23.2.A15 MapraHel, B Bosiocax, cnektpometpuma (Mn) 1100
23.2.A4 ¥eneso B Bonocax, cnektpometpus (Fe) 1100
23.2.A16 Kob6anbT B Bosiocax, cnektpometpus (Co) 1100
23.2.A17 Hukenb B Bonocax, cnektpometpus (Ni) 1100
23.2.A8 Megp B Bos10Cax, cnekTpometpus (Cu) 1100
23.2.A7 LiMHK B BONIOCAX, cnekTpomeTpus (Zn) 1100
23.2.A18 MbIWbAK B BOMIOCAX, CNEKTpomeTpua (As) 1100
23.2.A19 CeneH B BOJIOCaX, CNeKTpomeTpus (Se) 1100
23.2.A20 MonnbaeH B Bonocax, cnektpometpus (Mo) 1100
23.2.A21 Kagmuit 8 Bonocax, cnekrpometpusa (Cd) 1100
23.2.A22 CypbMa B BOsIOCax, CnekTpomeTtpus (Sb) 1100
23.2.A23 PTyTb B BOJIOCAX, CnekTpomeTpma (Hg) 1100
23.2.A24 CsuHeL, B BosOCax, cnektpometpus (Pb) 1100
4.9.A1.201 ButamuH A (petuHon) 1800
4.9.A2.202 Butamuu B1 (TvamuH-nupodocdart) 1800
4.9.A13 ButamuH B2 (pubodnasmH) 2400
4.9.A12 ButamuH B3 (HuaumH) 2400
4.9.A3.202 ButamuH B5 (naHToTeHOBasA KucaoTa) 1800
4.9.A4.202 BuTtammnH B6 (nnpumpaokcans-5-pocdar) 1800
4.9.A5.201 ButamuH B9 (posnmesan kucnora) 735
4.9.A6.201 Butammu B12 (unaHkobanamuH) 875
4.8.A6 ButammH B12, akTMBHbIN (x0n0TpaHcKobanamuH) 2064
4.9.A7.204 ButamuH C (ackopbuHoBas K1cnota) 1800
4.9.A8.201 25-0OH ButamuH D, cymmapHblii (Kanbumudepon) 1523
23.4.D3 KomnneKcHbIi aHaM3 KpoBM Ha BUTaMMHbI rpynnbl D (25-OH D2/ 25-0OH D3/ 1,25-0OH D3/ 24,25-0OH D3) 6827
23.4.A14 1,25-aurnapokcuxonekanbumndepon sutammu D3 2066
23.4.A15 25-rnapoKcuaprokansumbepon sutamuH D2 2400
23.4.A16 25-ruppoKkeunxonekanoumndepon sutammH D3 2400
4.9.A9.201 ButamuH E (anbda-Tokodepon) B Kposu 1800
4.9.A10.201  |ButamuH K (GpMAn0XMHOH) 1800
4.9.H1.201 Mupopacrtsopumble ButamuHbl (A, D, E, K) 6750
4.9.H2.900 BogopacTtsopumble BuTamuHbl (B1, B5, B6, B9, B12, C) 8550
4.9.H3.900 KomnneKcHblit aHam3 Kposu Ha eutamunbl (A, D, E, K, C, B1, B5, B6, B9, B12) 12002
MonnHeHacbIWeHHbIe XMpPHble KUCcaoTbl (MKK) cemeitctea Omera-3: goko3sarekcaeHosas (DHA), siikosaneHTaeHosas (EPA) - B LesibHOM Kposu
4.9.D01.900 (Memb6paHHbIi, NMNONPOTENAHbINA M CBOBOAHO-}KMPHOKMUCNOTHBIN Nybl). BuTamuH E (anbda-Tokodpepon) B Kposu 5850
Onpegenexnne Omera-3 MHAEKCa (OLEHKa pUCKa BHE3aMHOM CepaeUHOoM CMepTH, HpapKTa MUOKapAa U APYrMX CepAeYHO-COCYAUCTbIX
4.9.03 3aboseBaHui) 4800
MonnHeHacbIWeHHbIE XMpHble KUCAoTbl (HKK) cemeitctea Omera-6: avHonesas (LA), ramma-nnHoneHosas (GLA), apaxmpoHosas (AA) KMCIOTbI - B
4.9.02.202 Le/IbHOM KpoBu (MemMBpaHHbIM, IMNONPOTENAHbIN M CBOBOAHO-}KUPHOKUCAOTHDIN Nybl) 3503
KomMnneKcHbIi aHaIM3 KPOBM Ha aMMHOKMCIOTHI (12 nokasaTtenei: AnaHuH, ApruHnH, AcnaparmHosas Kucnota, Lntpyanuu, TnyramuHosas
4.10.D1.202 Kncnota, MnumH, MeTMoHuH, OpHUTUH, eHnnanannH, TuposuH, BanuH, Nleiiunn/Usoneiumn) 3864
18.2.A2.201 |®eHobapbuTan, KOAUYECTBEHHO 2850
18.2.A3.201 |®uHnencuH (KapbamasenuH, TErpeTos), KONMYECTBEHHO 2250
18.2.A4.201  |/TaMOTPUAXKMHDI (TaMUKTanN), KOSIMYECTBEHHO 3750




18.2.A6.201 |Banbnpoesas K1C/OTa (M ee NPOMN3BOAHbBIE), KONMYECTBEHHO 990
18.2.A13.201 |/leBeTnpaLeTam, KOANYECTBEHHO 3998
18.2.A22 Tonupamar (Tonamakc, TonanencuH, Topean), KOAMYECTBEHHO 3533
CKPMHWHIrOBOE BbISIBIEHME B MOYE HAPKOTUYECKMX BeLLecTs (KaHHabuonaos, kokamHa, MOMA (3kcTasu), meTagoHa, MeTaMbeTammnHOB,
0ONMaToB) U NCUXOAKTUBHBIX BewecTs (amdpetammHos, 6apbutypatos, 6eH304Ma3eNUHOB, TPULMKANYECKMX aHTUAENPECCaHTOB) C
18.1.01.401  |MpeHTUdMKaLMEN UX rpynnoBov NPUHALNEKHOCTU 1950
18.1.D2.106 BbicokocneunduryHoe BbIABNEHNE B BONOCAX HAPKOTUYECKMUX U MCUXOAKTUBHDBIX BELLECTB C MX TOYHON MAEHTUdUKALMe 10500
BblcoKkocneumdpuyHoe BbifBNEHWE B MOYE HAPKOTUYECKMX BelwecTs (KaHHabnonaos, kokamHa, MAMA (skcTasu), meTafoHa, MeTamdpeTammHa,
0NMaToB), NCMXOAKTUBHbIX BewwecTs (amdeTamuHos, 6apbutypatos, 6eH304Ma3eNUHOB, TPULMKINYECKMX aHTUAENPECCAHTOB) U MapKepos
18.1.D3.401 |BpeaHbIX NPUBbIYEK (HUKOTMHA M aNKOro/ifA) C UX TOYHOM MAEHTUGMKaLMeEN 3300
18.1.A8.401 *AIKOro/b B MoYe 1916
18.1.01.202 OnpepeneHne ankorona B KPOBM 1650
22.2.D1.202 FeHeTnYeckn 0bycn0BNEHHAA YyBCTBUTENbHOCTL K BapdapuHy (VKORC1, CYP2C9, CYP4F2 - 4 TOUKM, 1800
22.1.D3.202 FeHeTUYECKMIA PUCK HapyLWEeHWUI cucTembl cBepTbiBaHma (F2, F5, F7, FGB, F13A1, SERPINEL, ITGA2, ITGB3 - 8 To4ek)* 3750
22.1.D4.202 |TeHeTuyeckune gedeKkTbl bepmeHToB ponatHoro Lumkaa (MTHFR, MTR, MTRR - 4 Toukun)* 2175
22.1.D5.202 |TeHeTUYECKUI PUCK OCNOXKHEHWI BepeMeHHOCTM 1 naTonorm nioaa, 12 nokasatenein* 5250
22.1.D2.202 FeHeTuuyeckne GakTopbl Pa3BUTUA CUHAPOMA NOAMKUCTO3HbIX AMYHUKOB, 4 NOKa3aTens 4379
22.1.D13.202 |FeHeTUYECKUIA PUCK Pa3BUTMA Paka MONIOYHOM enesbl U paka AndHuKos (BRCAL, BRCA2 - 8 nokasatenei)* 2250
22.1.A1.202 FeHeTUYECKMIA TECT Ha 1aKTO3HYI0 HenepeHocumocTb: MCM6: -13910 T>C * 1800
22.1.A16.202 |AnarHocTuKa cuHapoma Munbbepa (myTaums reHa UGT1)* 2175
22.1.A21 [MarHoCTMKa ceMenHoi cpeAM3eMHOMOPCKOM IMxopaakm (nepmoamuyeckan 6onesHb, reH MEFV). 9455
22.1.A29 CKPUHUWHI Ha HOCWUTENLCTBO HaceACTBEeHHbIX 3a6onesaHuin "ba3osblin" (TeHomes, 10662
FeHeTUYecKan NpepacnoNOKEeHHOCTb K aKOroIM3My (BEHO3HaA KPOBb; 3aK/0YeHWe BpaYa - 1abopaToPHOro reHeTUKa Mo UCCNe0BaTEIbCKOMY|
22.1.A142 oTyery) 8250
22.1.A143 AHTUreH cuctembl ructocoemectumoctv HLA B51 4200
FeHeTUYeCcKan NpeapacnoNoXeHHOCTb K 6one3HM Anbureiimepa (BeHo3Haa Kposb; APOE E2/E3/E4; 3akntoueHue Bpada - NabopaTopHOro
22.1.D20 reHeTVKa no Uccnes0BaTeIbCkoMy OTYeTy) 6750
22.1.D23 F'eH peuenTtopa BuTamuHa D, noanmopdmsm 283 A>G (Bsml) 1374
22.1.D24 FeHeTUYecKan 4MarHoCTMKa CNHAIbHOM MblweyHoMn atpodum (SMN1, SMN2) 9750
FeHoAMarHOCTUKa BPOXKAEHHOM runepniasmnm HaanouyeuHKos (uccnegosanne 15 mytaumii 8 reHe CYP21A2 ¢ y4eTOM U3MEHEHMWA B NCeBaoreHe
22.1.D25 CYP21P) 11250
OueHKa BanaHnA reHos CYP2D6 1 CYP2C19 Ha meTabon13M aHTUAENPECcCaHTOB MHIMBUTOPOB 06PATHOrO 3axBaTa CePOTOHWHA/HOpPaApeHaNnHa o
22.1.D26 3CUMTaNONPaM, UMUTaNoNpam, CepTpanmH, GaBOKCaAMMH, NAPOKCETUH, BeHNadaKCcuH (ctoHa) 7872
22.1.D27 FeHoAMarHoOCTUKa NaToaorMm neyeHn (oueHka mytaumii B redax: HFE, ATP7B, PiZ/S A1AT v PNPLA3) 9516
Onpegenexne myTaumii B reHax: BRCA1 (11 myTtaumit), BRCA2 (3 myTaumu), PALB2 (1 mytaums), CHEK2 (4 myTaumm), NBN (1 myTaums), sBeHosHas
22.1.D28 KpOBb 8322
22.1.D30 FeHoamarHocTnka 60ne3Hun FTeHTUHITOHa (oueHKa Ymcna CAG-nosTopos B reHe HTT, 4827
22.1.D31 [unarHocTtika CFTR-accoummnpoBaHHbix 3a6onesaHuii: becnnogune, naHkpeaTuT, Mykosucumaos (38 abeppauumii reHa CFTR] 16092
22.1.D15.202 |FeHeTMYecKan NpeapacnoNoKeHHOCTb K rMnepToHuK, 9 nokasatenen* 1650
22.1.D117 FeHoamarHocTnka 6onesHn BunbcoHa-KoHosanosa (aHanns mytaumii reHa ATP7B] 4800
Femoxpomartos, onpeaeneHne myTaumi
(HFE: 187C>G (rs1799945)
50.0.H115.202 [HFE: 845G>A (rs1800562) 2250
Onpepenenne SNP B reHe IL 28B yenoseka
1L28B: C>T (rs12979860)
50.0.H116.202 |1L28B: T>G (rs8099917) 1900
50.0.H112.202 |NakeT «OK!» (oueHKa pucka Tpombo3a npu npuéme OK u 3T), 2 nokasatens* 1700
50.0.H113.202 |NakeT «OHKOPUCKu» (BRCA1/2, donaTHblit umkn), 12 nokasatenen* 5250
MaKeT «PUCKM BO3HMKHOBEHMA CEPAEUHO-COCYANCTbIX 3a601eBaHNIt» (PUCK HapyLeHUs CBEPTbIBaHUA KPOBM M rMNepToHMM, GoNaTHbIN Lukn), 21
50.0.H114.202 |nokasatenp* 5250
OnpegenexHne pacnpocTpaHeHHbIX MyTaumii 8 reHe CFTR, 13 nokasaTeneit (BeHO3HaA KPOBb; MyKOBUCLMA03; 3aK/l0HeHMe Bpaya -
22.1.D16 NabopaTopHOro reHeTUKa No UCCaef0BaTeNIbCKOMY OTHETY) 13275
Bbibepu cnopT. CKOPOCTb, CUa, BbIHOC/IMBOCTb (BEHO3HAA KPOBb; reHeTUYecKas NpeapacnoioKeHHOCTb K 3aHATUAM Pas/IMYHbIMU BUAAMMU
22.1.D19 CnopTa; 3aKto4YeHue Bpada - N1abopaToOPHOTro reHeTMKa No MCCNeA0BaTEIbCKOMY OTYeTY) 7350
NapeanbHbll Bec. neTta u puTHeC, 5 nokasaTeneit (BeHO3Han KpoBb; reHeTuyeckme GakTopbl MHAMBMAYaAbHBIX 0COBeHHOCTEN 06MeHa BeLecTs;
22.1.D18 3aK/NtoueHne Bpaya - 1abopaTopHOro reHeTUKa No UCCaef0BaTeIbCKOMY OTHETY) 3000
22.1.A20 CUHAPOM JIOMKOI X XpoMocoMbl (onpeaeneHue Ymucna nostopos CGG 8 reHe FMR1) 25500
22.4.D01.202 |BbiABneHne MuKpoaeneumii B paktope asoocnepmuu AZF (nokycsi A, B, C) 2700
22.1.D09.202  |/IunoCKpuH. FeHeTnueckme GaKkTopbl pUCKa HapyLweHUi aMnuaHoro obmeHa* 8250
22.1.D6.202 AannoCKpuH. FeHeTnyeckme GaKkTopbl PUCKa PasBUTMA OXMpeHua™ 8250
22.1.D11.202 |®apmaCkpuH. FeHeTUYecKkue paKTopbl B3aMMOAENCTBUA C IEKApPCTBEHHbIMM NpenapaTtamu. ®asa 1.* 8250
22.1.D10.202 |MwuoCKpwH. FleHeTuyeckme GakTopbl OPMUMPOBAHUA MbILEYHON Maccbl* 8250
22.1.D12.202 |3HeproCKpuH. FeHeTnyeckme GakTopbl PUCKa HapyLWeHWUI sHepreTuyeckoro obmeHa* 8250
22.1.D8.202 |Anabet-2CKpuH. leHeTMYecKne GpaKTOPbl PUCKa BO3HUKHOBEHMA CaxapHoro avaberta Il Tuna* 8250
OcTeoCKpUH.
22.2.D2 FeHeTnYeckue GaKTopbl NPeaPacnoNOXeHHOCTM K ocTeonoposy* 8250
22.3.H1.202 AHTUreHbl cMcTembl ructocosmectmoctu HLA 1l knacc, reHoTunuposaHue (nokycol DRB1, DQA1, DQB1) 8250
22.3.A1.202 AHTUrEHbI cuctembl ructocosmectumocTtu HLA 1l knacc: nokyc DRB1 2850
22.3.A2.202 AHTUrEHbI cuctembl ructocosmectumocTtu HLA Il knacc: nokyc DQA1 2250
22.3.A3.202 AHTUrEHbI cuctembl ructocosmectumocTtu HLA Il knacc: nokyc DQB1 2835
22.3.04.202 |TunuposaHue HLA DQ2/DQ8 npwu uennakum 5250
22.3.A4.202  |AHTUreH cuctemsl ructocosmectumoctu HLA B27 2250
22.3.D3.202 Komnnekc «FeHOTMNMpOBaHWe Cyrnpy»KecKol napbl No aHTUreHam ructocoemectumoctyn HLA Il knaccax 9750
22.6.A1.204 KapuoTunuposaHue (KonMYecTBeHHble U CTPYKTYPHbIE aHOMasIMM XPOMOCOM) ¢ dpoTorpadueit Xxpomocon 5700
22.6.A3.204 KapuoTun ¢ abeppauuamu (npm Bo3aeicTBnm MyTareHHbIX GakToOpOB U OHKOremMaTo/IorMyecknx 3abonesaHmx, 5700
22.6.D1 KapuoTunuposaHue (KoAMYeCcTBEHHbIE U CTPYKTYPHbIE aHOMA/IMM XPOMOCOM) 8340
22.6.A2.204 |*LiuTOoreHeTmMyecKoe nccaenoBaHMe KNAETOK KOCTHOro mosra (metogom FISH! 13350
22.6.A5 MonekynapHoe KapuoTunmMpoBaHme matepunana abopTyca (XpOMOCOMHbIA MUKPOMAaTPUYHBbINA aHanu3, OnTuma) 22500
XMA npeHaTanbHbli (AMHUOTUYECKAA KMAKOCTb/BOPCMHBI XOPUOHaA/NynoBMHHasA KpoBb ¢ IATA; BbiABNEHME XPOMOCOMHOM NaTONOIMK:
22.6.A10 aHeynaouann, Aeneumnu, AynavKaumm; 3aknioueHne Bpada - 1abopaTopHOro reHeT1Ka no Uccie0BaTeNbCKoOMy OTYeTY) 24000
MonHoe cekBeHWpoOBaHWe reHoma abopTyca «PepTyc» (BOPCUHBI XOPUOHA/TKAHM NNOAR; 3aK/0YeHWe BPpaYa - N1abopaToPHOro reHeTUKa no
22.6.A12 nccnepoBaTesIbCkoMy OT4YeTy) 127500




XMA - cTaHAapTHbIN (BEHO3HAA KPOBb, BOPCUMHbI XOPMOHa; paspelleHune ot 200000 nap HYKNEOTUAOB; 3aKNto4eHMe Bpada - 1abopaTopHOro

22.6.A7 reHeTMKa no Uccnes0BaTeIbCkoMy OTYeTy) 43500

22.6.A13 XMA 3K30HHOTO YPOBHA (BEHO3HasA KPOBb; 3aK/t0HeHMe Bpaya - 1abopaTopHOro reHeTuKa no UCCaef0BaTeNbCKOMY OTHeTY 57000

22.7.A1.119 |YcTaHoBneHWe OTLOBCTBA - Ay3T (20 mapkepos), (Npeanonaraemlit otew, pe6eHok)* 14250

22.7.A2.119  |YcTaHoBAEHWe OTLOBCTBA - TPMO (20 mapKepos), (npeanonaraembiii otew, pebeHok, buonornyeckas matb)* 16500

22.7.A3.119  |YcTaHOBNEHME MaTepuHCTBa - AyaT (20 mapkepos), (Npeanonaraemas maTb, pebeHok)* 14250

22.7.A4.119  |YcTaHoBNEeHMeE maTepuHCTBa - TpMo (20 mapkepos), (npeanonaraemas matb, pebeHoK, bronoruyeckumin oteu)* 16500

22.7.A5.119  |[deaywka(6abywka)-BHyK(BHY4Ka) - 4ysT (24 mapkepa)* 18000
YcTaHoBAEHMe poacTea - «YHUBEPCA/IbHBIN TECT» - aysT (onpeaensaeTca poAcTBO MeXay AeAyLKOi/6abyLuKoii - BHYKOM/BHYYKOIA,

22.7.A6.119 |pagei/TeTen - N1eMAHHUKOM/NAEMAHHULEN, POAHbIMM/CBOAHBbIMKU BpaTbamu/cecTpamm)* 22500

22.7.A7.119 [,0NONHUTENbHDIN YY4acTHUK Ne 1 7500

22.7.A8.119 J[,0NONHUTENbHDIN YY4aCTHUK Ne 2 7500

22.7.A9.119 [,0NONHUTENbHDIN YY4acTHUK Ne 3 7500

22.7.A10 [y6nunKaT 3aKkNto4eHNA - YCTaHOBAEHWE POACTBA 980
MonHoe cekBeHnpoBaHue reHoma GenomeUNI (BeHO3HasA KPoBb; 3aK/to4eHWe Bpada - 1abopaTOPHOTro reHeTMKa No UCCNef0BaTeIbCKOMY

22.9.A4 oTyery) 165000

22.9.A3 MonHoe ceKBEeHMPOBaHME 3K30Ma (BEHO3HAA KPOBb; 3aK/104eHKe Bpaya - 1abopaTopHOro reHeTUKa No Uccies0BaTeNbCckoMy OTYeTY) 69000

22.9.A2 K/AMHMYecKoe ceKBEHMPOBaHME 9K30Ma (BEHO3HaA KPOBb; 3aK/04eHKne Bpaya - 1abopaTopHOro reHeTUKa no Uccie0BaTeNbckoMy OT4eTY) 63000
CeKBEHWUPOBaHWE MUTOXOHAPWANLHOTO TeHOMa (BEHO3HaA KPOBb; 3aK/04eHKe Bpaya - 17abopaToOPHOTO reHeTUKa No UCCe0BaTeIbCKOMY

22.9.A1 oTyery) 55500
CKPUHUWHT Ha HacieacTBeHHble 3a6oneBaHua, 2500 reHoB (BeHO3HaA KPOBb; 3aK1toYeHMe Bpada - 1abopaToOPHOro reHeTKa no

22.9.A9 nccnepoBaTesIbCkoMy OT4YeTy) 55500
MaHenb "3aboneBaHna coeanHUTENbHOM TKaHKU" (BEHO3HAA KPOBb; 3aKNtoueHKne Bpaya - 1abopaToPHOro reHeTHKa No UCCie0BaTebCKoMy

22.9.A11 oTyery) 55500
MaHenb "®akomaTosbl M HacNeACTBEHHDbIN paK" (BEHO3HAA KPOBb; 3aKNtoueHKe Bpaya - 1abopaToPHOro reHeTHKa No UcCie0BaTeNbCkoMy

22.9.A24 oTyery) 55500

22.9.A19 MaHenb "HacneacTseHHble anuaencumn” (BeHO3HaA KPOBb; 3aK/Il0YeHMe Bpaya - 1abopaTopHOro reHeTKa no UCcaef0BaTelbCKOMyY OTHeTy) 55500

22.9.A12 MaHenb "HacneacTseHHas TYroyxocTb" (BeHO3HasA KPOBb; 3aK/IoHeHue Bpaya - 1abopaTopHOro reHeTMKa no UCCAeA0BaTe/IbCKOMY OTHeTy) 55500
MaHenb "HelpoaereHepaTtveHble 3ab601eBaHNA" (BEHO3HaA KPOBb; 3aKNt0UeHMe Bpaya - N1abopaToOPHOro reHeTHKa No UcCNea0BaTeIbCkoMy

22.9.A20 oTyery) 55500
"MepBrUHbIN UMMYHOAEDULNT M HAaCNeACTBEHHbIE aHeMUn'" (BeHO3HaA KPOBb; 3aK/oHeHne Bpaya - N1abopaTopHOro reHeTMKa no

22.9.A22 nccnepoBaTesIbCKoMy OT4YeTy) 55500

22.9.A23 MaHenb "YMCTBEHHasn OTCTaNoCTb U ayTM3M" (BEHO3HasA KPOBb; 3aK/1toUeHue Bpada - 1abopaToPHOro reHeTHKa No UcCNea0BaTeIbCKOMY OTYeTY) 55500
MaHenb "HacneacTseHHble HapyweHus obmeHa BelecTs" (BeHO3Has KPOBb; 3aKloUYeHWe Bpada - N1abopaToPHOro reHeTMKa nc

22.9.A17 nccnepoBaTesIbCKoMy OT4YeTy) 55500

22.9.A21 MaHenb "HepsHO-MblweyHble 3a601eBaHMA" (BEHO3HAA KPOBb; 3aK/04eHMe Bpaya - 1abopaTopHOro reHeTUKa no UCCief0BaTeNbCKOMyY OTYETY) 55500

22.9.A13 MaHenb "HacneactseHHble 3a60n1e8aHMA r1a3" (BeHO3Han KPOBb; 3aKNt0YeHKe Bpaya - 1abopaToPHOro reHeT1Ka No UCCNe0BaTeNbCKOMY OTYETY! 55500
MaHenb "HacneactseHHble 3a60n1eBaHMA noyek" (BeHO3HaA KPOBb; 3aK/oHeHMe Bpaya - 1abopaTopHOro reHeTMKa no Uccaef0BaTe/IbCKoMy

22.9.A15 oTyery) 55500
MaHenb "HacneactseHHble 3a6oneBaHMA cepaua” (BeHO3HaA KPOBb; 3aK/1loueHne Bpaya - 1abopaTopHOro reHeTUKa no 1ccien0BaTeNbCKoMy

22.9.A16 oTyery) 55500
"HacneacteeHHble HapyweHUa PenpoayKTUBHOMN cucTembl" (BeHO3HaA KPOBb; 3aKNtoYeHMe Bpada - 1abopaTOPHOro reHeTuKa no

22.9.A18 nccnepoBaTesIbCkoMy OTYeTy) 55500
MaHenb "HacnepactseHHble 3a6onesaHns MMKT" (BeHO3HaA KPOBb; 3aKNt0UeHMe Bpada - 1abopaTOPHOro reHeTHKa No McCNea0BaTeIbCkoMy

22.9.A14 oTyery) 55500

1.1.A1.202 PML-RARA tvn ber 1-2 —t(15;17), Kavecr. 5250

1.1.A2.202 PML-RARA tvn ber 1-2 — £(15;17), koanu. 11400

1.1.A3.202 PML-RARA tvn ber 3 —t(15;17), kavecr. 5250

20.0.D1 BCR-ABLp210 t(9;22), kau. (b2a2/b3a2), (BkatouaeT onpegeneHune TpaHCKpUNTa) 4085

20.0.A1 BCR-ABL p210 t(9;22) kon. (6e3 onpeaeneHuns TpaHCKpunTa) 6000

20.0.A3 BCR-ABLp230 t(9;22), kon. 12300

1.1.A11.202 BCR-ABL p190 — t(9;22), kayecT. 4350

1.1.A12.202 BCR-ABL p190 — t(9;22), konny. 5250

1.1.A14.202 AML1-ETO — t(8;21), konmu. 9750

1.1.A34.202 OnpegeneHune myTtaummn V617F B 14 sk30He reHa Jak-2 KMHa3bl, KayecT. 2976

1.1.A35.202 OnpegeneHune myTtaummn V617F B 14 3k30He reHa Jak-2 KMHa3bl, KOny, 5100
*ABTOMATUYECKMIA NOCEB M MAEHTUPMKALMA MUKPOOPraHM3MOB C MOMOLLbIO BpemanponeTHoit MACC-cnektpomeTpum (MALDI-TOF) ¢

14.10.A1.900 |pawmpeHHOM aHTUBUOTUKOrPaMMOA, BbINONHEHHOW Ha aBTOMaTHyeckol cucteme VITEK 3900
*ABTOMATUYECKMIA NOCEB M MAEHTUPMKALMA MUKPOOPraHM3MOB C MOMOLLbIO BpemanponeTHoit MACC-cnektpomeTpum (MALDI-TOF) ¢

14.10.A2.900 |pawmpeHHOM aHTUBUOTUKOTPaMMO, BbINOAHEHHOW Ha aBToMaTHyeckoi cucteme VITEK, B otaensemom JIOP-opraHoB geten 3300
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO YPOreHUTaIbHOrO TPAKTa KEHLMHbI C ONpeAeneHnemM YyBCTBUTEIbHOCTM K OCHOBHOMY CMEeKTpy

14.11.A1.900 |aHTMBMOTMKOB, B T.4. KAHAWUAA 1868
*MNoces Ha MUKPOGNOPY OTAENAEMOrO YPOreHUTa/IbHOrO TPAKTa KEHLWMHbI C ONpeAeneHneM YyBCTBUTEIbHOCTM K PacLuMpPeHHOMY CeKkTpy

14.11.A2.900 |aHTMBMOTMKOB, B T.4. KAHAUAA 1980
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO YPOreHUTaIbHOrO TPAKTa KEHLMHbI C ONpeAeneHUeM YyBCTBUTEIbHOCTM K OCHOBHOMY CMEeKTpy

14.11.A3.900 |aHTMBMOTMKOB M BakTepuodaram, B T.4. KaHAMAA 1940
*MNoces Ha MUKPOGNOPY OTAENAEMOrO YPOreHUTa/IbHOrO TPAKTa KEHLMHbI C ONpeAeneHneM YyBCTBUTEIbHOCTM K PacLUMpPeHHOMY CNeKTpy

14.11.A4.900 |aHTMBMOTMKOB M BakTepuodaram, B T.4. KaHAMAA 2040

14.1.A5.900 WUccneposaHue Ha 61oueHo03 Barasmua (anarHocTuka 6akTepmasbHOro BarmHosa, 1890
*MNoces Ha MUKPOGNOPY OTAENAEMOrO YPOreHUTaIbHOrO TPaKTa My}KUMHbI C ONpeAe/ieHneM HYyBCTBUTEIbHOCTY K OCHOBHOMY CMEKTpyY

14.2.A1.900 AHTUBMOTMKOB, B T.4. KaHAMAA 1980
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO YPOreHUTa/IbHOrO TPAKTa My}KUMHbI C ONpeAe/ieHneM HyBCTBUTEIbHOCTY K PacCLUMPEHHOMY CEKTPY

14.2.A2.900 AHTUBMOTMKOB, B T.4. KaHAMAA 1900
*MNoces Ha MUKPOGNOPY OTAENAEMOrO YPOreHUTa/IbHOrO TPAKTa My}KUMHbI C ONpeAe/ieHneM HYyBCTBUTEIbHOCT K OCHOBHOMY CMEKTpyY

14.2.A3.900 |aHTMBMOTMKOB M BakTepuodaram, B T.4. KaHAMAA 1910




*Toces Ha MUKPODIOPY OTAENAEMOrO YPOreHUTaNbHOO TPAKTa MY KUMHbI C ONpeaeNeHnem YyBCTBUTENbHOCTM K PACLLMPEHHOMY CMEKTPY

14.2.A4.900 |aHTMBMOTMKOB M BakTepuodaram, B T.4. KaHAMAA 2080
14.1.D33.900 |*Moces Ha muKonnasmy 1 ypeannasmy (Mycoplasma hominis, Ureaplasma species) ¢ onpeaeneHvem 4yBCTBUTENIbHOCTM K aHTUBMOTUKaM 2000
*MNoces Ha MUKPOGNOPY OTAENAEMOrO APYrMX OPraHOB M TKaHel C onpeaeneHMem YyBCTBUTENIbHOCTM K OCHOBHOMY CMEKTPY aHTUBMOTUKOB, B T.4
14.3.A1.900 KaHanaa 1980
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO APYrMX OPraHOB M TKaHel ¢ onpeaeneHMem YyBCTBUTENIbHOCTM K PacLluMpPeHHOMY CeKTPy aHTUBMOTUKOB,
14.3.A2.900 B T.4. KaHAMAA 2120

*MNoces Ha MUKPOGIOPY OTAELNAEMOrO APYrMX OPraHoOB M TKaHeW ¢ onpeaeneHMem YyBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUBMOTMKOB 1
14.3.A3.900 |6aKkTepuodaram, B T.4. KaHAMAA 1980
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO APYrMX OPraHOB M TKaHel ¢ onpeaeneHMem YyBCTBUTENbHOCTM K PacluMpPeHHOMY CMeKTpy aHTUBMOTUKOB
14.3.A4.900 |6akTepuodaram, B T.4. KaHAMAA 1980
14.4.A1.900 *MNoces Ha MUKpodnopy oTaensemoro JIOP-opraHos ¢ onpeaesieHnem HYyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTMBMOTUKOB, B T.4. KaHAMAA 2080
*MNoces Ha MUKpodopy oTaensemoro JIOP-opraHos ¢ onpeaesieHnem HYyBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUBMOTMKOB, B T.4.
14.4.A2.900 KaHanaa 2160
*MNoces Ha MUKpodopy oTaensemoro JIOP-opraHos ¢ onpegeseHnem HYyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTMBMOTUKOB 1
14.4.A3.900 |6akTepuodaram, B T.4. KaHAMAA 2180
*MNoces Ha MUKpodnopy oTaensemoro JIOP-opraHos ¢ onpeaeseHnem HYyBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUBMOTMKOB 1
14.4.A4.900 |6akTepuodaram, B T.4. KaHAMAA 2110
14.8.A2.900 |**Moces Ha andTepuitHyto nanouky (Corynebacterium diphtheriae, BL) 3000
14.1.A8.900 *MNoces Ha remodunbHyto nanodky (Haemophylus influenzae) ¢ onpegeneHmem 4yBCTBUTENBHOCTM K aHTUBMOTHKAN 1128
14.5.A1.900 *MNoces Ha MUKPOGNOPY OTAENAEMOrO KOHBIOHKTUBbI C ONpeAeneHUeM YyBCTBUTENIbHOCTM K OCHOBHOMY CMEKTPY aHTUBMOTUKOB, B T.4. KaHaMAa 2200
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO KOHBIOHKTUBbI C ONpeAeneHUeM YyBCTBUTEIbHOCTM K PacLUMPeHHOMY CNeKTPy aHTUBMOTUKOB, B T.4.
14.5.A2.900 KaHanaa 2340
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO KOHBIOHKTUBbI C ONpeAeneHneM YyBCTBUTEIbHOCTM K OCHOBHOMY CMEKTPY aHTMBMOTUKOB U
14.5.A3.900 |6aKkTepuodaram, B T.4. KaHAMAA 1760
*MNoces Ha MUKPOGNOPY OTAELNAEMOrO KOHBIOHKTUBbI C ONpeAeNeHUeM YyBCTBUTEIbHOCTM K PacLUMPeHHOMY CNeKTPY aHTUBMOTUKOB U
14.5.A4.900 |6akTepuodaram, B T.4. KaHAMAA 2110
*MNoces KPOBM Ha CTEPUILHOCTb C ONpeaeneHmem YyBCTBUTENIbHOCTM K aHTUBMOTHMKAM (KauyecTBeHHOe onpeaeneHue Haamumns
14.7.A1.900 |MMKpoOpraHM3MoB) 3800
14.8.A1.900 *Moces Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHnem YyBCTBUTEIbHOCTU K aHTMBMOTUKaN 1290
14.8.A3.900 Moces Ha 6eTa-reMoAUTUHECKMIA CTPENTOKOKK rpynnbl B (S. agalactiae) c onpeaeneHmem 4yBCTBUTENIbHOCTM K OCHOBHOMY CMEKTPY aHTUBMOTUKOB 1834
14.12.A5.900 |*Moces Ha 30/10TUCTbIN CTapUNOKOKK (Staphylococcus aureus) ¢ onpeaeneHMem 4yBCTBUTENLHOCTM K aHTUBUOTUKAN 1000
14.1.A6.900 Moces Ha rpmbbl poda KaHamaa (Candida) c ngeHTMdMKaumeln n onpeaeneHmem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM npenapaTtam 1510
50.0.H145 Moces Ha rpubbl (Bo3byauTenn mmnkosos) (6e3 onpeaeneHuns YyBCTBUTENbHOCTU K aHTUMMUKOTUKAM, 3000
14.12.A3.900 |*Moces Ha BO36yaMTENEN KULWEYHON MHPEKLMM (CANbMOHENbI, LWWUTeNNbl) C ONpeaeeHnem HYyBCTBUTEIbHOCTU K aHTMBMOTMKaM 1100
14.12.A6.900 |*Moces Ha MEPCUMHUM C OMpeAeNeHNeM YyBCTBUTEIbHOCTM K aHTMBMOTUKaN 1180
14.6.A1.900 *MNoces MOYM Ha MUKPOGAOPY C OnpeaeneHNem YyBCTBUTEIbHOCTM K OCHOBHOMY CMEKTPY aHTUBMOTUKOB, B T.4. KaHAMA: 1468
14.6.A2.900 *MNoces MOYM Ha MUKPODAOPY C ONpeAeneHNem YyBCTBUTEIbHOCTM K PacLUMPeHHOMY CEeKTPY aHTMBUOTUKOB, B T.4. KaHaMAa 1560
14.6.A3.900 *Moces MOYM Ha MUKPODAOPY C ONpeaeneHNem YyBCTBUTEIbHOCTM K OCHOBHOMY CMEKTPY aHTUBMOTUKOB 1 BakTepnodaram, B T.4. KaHaMAa 1540
14.6.A4.900 *MNoces MOYM Ha MUKPODAOPY C ONpeaeneHNem YyBCTBUTEIbHOCTM K pacluMpeHHOMY CNeKTpy aHTMBMOTUKOB U BakTepuodaram, B T.4. KaHanAa 1500
6.1.01.401 06wWwmit aHanu3 moun 275
6.1.D02.401 AHanus moun no HeumnopeHko 200
6.1.A1.401 AHann3 Mo4u No 3MMHULIKOMY 400
6.1.D4 2-X CTaKaHHaA npoba moun 375
6.1.D5 3-x CTakaHHaA npoba moun 450
27.1.A5.401 |AHTureH nervoxennsi (Legionella pneumophilla) 8 moue 3300
6.2.D1.101 06wuit aHanus Kana (Konporpamma) 375
6.2.A12.101 WUccnepoBaHue Kana Ha npocTeilume v Aiua renbMmMHTOB metogom oboraweHns (PARASEP! 500
6.2.A4.303 WccnepoBaHmne cockoba Ha 3HTEPO6MO3 200
6.2.03.101 WccnepoBaHue Kana Ha NPOCTENLLMNX, AWLA FreNbMUHTOE 300
6.2.A5.101 WccnepoBaHue Kana Ha CKPbITYIO KPOBb 338
6.2.A6.101 CogfepskaHue yrnesofos B Kasie (B T.4. N1aKT03a) 375
6.2.A7.101 MaHKpeaTuyeckan anactasa 1 8 kane 2400
6.2.A13.101 |KasnbnpoTeKTuH (B Kane) 1900
27.1.A1.101 |MccneposaHue aHTUreHa nambaui (Giardia intestinalis) B kane 1600
27.1.A2.101 WUccneposaHue aHTUreHa xennkobaktepa (Helicobacter pylori) 8 kane 1708
27.1.A3.101 |WccnepoBaHue Kana Ha TOKCUHbI KnocTpuanii (Clostridium Difficile) An B 2625
27.1.A4.101 |Potasupyc (06Hapy»eHuWe aHTUreHa B Kane), UXTA 1250
6.2.A15 30HY/IMH deKanbHbIN 6099
6.2.A16 3031MHOPUNBHDIN HeltpoToKeuH (EDN) B Kane 2934
6.2.A17 Anbda 1-aHTUTPUNCHKH B Kane 2162
6.2.A18 KenuHble KNUCNoTbl B Kane 2382
6.3.01.503 MuKpocKonuyeckoe nccnefoBaHve oTAeNAEMOro ypeTpbl 333
6.3.015.515 MuKpocKonuyeckoe nccnefoBaHve maska-oTrneyaTka ro0BKM NONOBOrO YneHa 280
6.3.D02.502 MuKpocKonuyeckoe nccnefoBaHue oTAENAEMOro LLePBUKANbHOTO KaHana 280
6.3.D03.501 MuKpocKonuyeckoe uccnefoBaHne oTAeNAEMOro Baaraamia 280
50.0.H59 MMUKpOCKONMYecKoe UccaefoBaHne OTAENAEMOro YyporeHMTanbHOro TpaKTa(LepBrKanbHbIi KaHan + Baaraiuuue, 280
50.0.H51.510 |MUKpOCKOMNMYECKOe UCCeA0BaHME OTAENAEMOro YPOreHUTaIbHOro TPaKTa (LLepBUKabHbIM KaHa+Baaramuwe+yperpa; 280
6.3.012.514 MUKpOCKONUYeCcKoe nccnesosaHne oTAeNAemMOoro NPAMON KULLKKN 280
6.3.D5.105 MUKpPOCKONUYECKoe UccnesoBaHne HOrTEBbIX MAACTUHOK Ha Ha/IMuMe NaToreHHbIX rPU60B, CKPUHUHT 350
6.3.06.312 MuKpOoCKoNUYyecKkoe nccnesosaHne COCKO60B KOXKM Ha HaAMYMe NaTOreHHbIX rPUB0B, CKPUHUHT 350
6.3.D7.106 MU KpOCKONUYecKoe nuccneosBaHne BOIOC Ha HaMYMe NAaTOreHHbIX FPUB0B, CKPUHUHT 350
6.3.A6.107 MuKpocKonuyeckoe uccnegosarune Ha Jemogekc (Demodex) 350
6.5.D2 O6LWmit aHaNU3 MOKPOTbI 543
6.3.D08.601 06K aHaN3 CUHOBUAIbHOW XUAKOCTU (MUKPOCKONWUYECKOe UCCNeA0BaHMe+MaKpPOCKOMUYECKOe UCCAe0BaHue) 525
6.5.D01 MMUKpOCKONMYeckoe UccaefoBaHMe Ha3aibHOro cekpeTa (Ha 303uHobUIbI) 350




6.3.016.506 MUKpOCKONUYECcKoe nccneoBaHue cekperta NpeacTaTesibHOW Kenesbl 420
6.3.014.401 MUKpOCKONUYeCcKoe nccnesoBaHne Cekpeta NpeacTaTe/IbHOM Kenesbl B MOYE 525
6.3.016.117 Buoxmmuyeckoe nccnegosaHue sakynata (Uutpat, dpykrosa, UuHK) 1800
6.4.A1.900 BuoxMmuyeckoe nccneaoBaHue CoHbl (MUKpPoBMoLeHo3 nonocTy pra) 2360
6.2.07.101 Broxmmuyeckoe nccnegosaHne Metaboanyeckom akTMBHOCTU KULWEYHO MUKPObIopbI 1650
23.9.A1 OnpegenexHne MMKpobUOLLEHO3a METOAOM XPOMaTo-macc-cnektpometpun (MCMM) 6000
23.7.D1 13C - ypeasHblit gbixaTesbHbli TecT (H. pylori) 2400
14.22.A1.900 |Moces Ha roHOKOKKM (Neisstria gonorrhoeae) 6e3 onpeaeneHms YyBCTBUTENbHOCTM K aHTUBMOTHMKAM (KEHCKMiA)* 1548
14.22.A2.900 |Moces Ha roHoKOKKM (Neisstria gonorrhoeae) 6e3 onpeseneHns YyBCTBUTENbHOCTM K aHTUBMOTUKAM (My»KCKoWM)* 1617




